IDENTIFICATION
Species: Olea europaea
Locus: Oeu036536

Gene Model: Oeu036536.1
Description: OeuEXPA-23
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php



https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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DOMAIN ARCHITECTURE

Superfanilies PLNOOOS0O

Name Accession Description Interval E-value
[+] PLNO0050 super family cl31535 expansin A; Provisional 20-252 8.04e-128
SEQUENCES

Peptide

>0euEXPA-23

MAIPAVSMFSLVLFFFNFCLQGVYGDYGGWQTAHATFYGGGDASGTMGGACGYGN
LYSQGYGTNTAALSTALFNNGLTCGACYELTCNGDPKWCLSGTITVTATNFCPPNPS
LPNDNGGWCNPPRQHFDLAEPAFLQIAQYRAGIVPVSFRRVPCVKKGGIKFTINGHSY
FNLVLITNVGGVGDVHSVSIKGSKTGWQQMSRNWGQNWQSNSYLNGQSLSFQVTA
SDGRTITSGNVVPAGWQFGQTFQGGQF*

CDS (coding sequence)
>0eUEXPA-23

ATGGCTATCCCTGCAGTATCCATGTTTTCTCTTGTACTTTTCTTCTTCAACTTTTGC
CTTCAAGGAGTGTATGGTGACTATGGAGGATGGCAGACTGCTCATGCTACCTTCT
ATGGTGGAGGCGATGCGTCCGGCACAATGGGGGGTGCCTGTGGATATGGAAACC
TGTACAGCCAAGGTTATGGCACAAACACTGCAGCACTAAGTACTGCTCTATTTAA
CAATGGGTTAACTTGTGGCGCGTGCTACGAGTTAACTTGCAACGGTGACCCCAAA
TGGTGCCTCTCGGGAACCATTACAGTCACAGCAACAAATTTTTGCCCTCCCAACC
CATCTCTGCCGAACGACAACGGCGGGTGGTGCAATCCGCCCCGTCAGCACTTTGA
TTTGGCTGAACCGGCTTTCTTGCAAATTGCTCAATACCGTGCTGGAATTGTTCCGG
TTTCTTTCCGAAGGGTGCCCTGCGTAAAGAAGGGAGGAATAAAGTTCACAATAAA
TGGTCATTCCTACTTCAACCTTGTGTTGATAACCAATGTTGGTGGTGTGGGTGACG
TACATTCAGTATCAATCAAGGGTTCAAAAACAGGATGGCAACAAATGTCAAGAA
ATTGGGGCCAAAATTGGCAGAGCAATTCCTATTTGAACGGCCAAAGCCTCTCGTT
TCAAGTCACCGCAAGTGATGGAAGGACAATCACTAGTGGCAATGTCGTCCCAGCT
GGTTGGCAATTCGGACAAACATTCCAAGGCGGGCAATTTTAG

Nucleotide
>0euUEXPA-23

ATGGCTATCCCTGCAGTATCCATGTTTTCTCTTGTACTTTTCTTCTTCAACTTTTGC
CTTCAAGGAGTGTATGGTGACTATGGAGGATGGCAGACTGCTCATGCTACCTTCT
ATGGTGGAGGCGATGCGTCCGGCACAATGGGTATGCTTTTTCTTCGTTTCTACTCG
AGAATGCTTGGTATATCTACTAGACAATAGATGTAATTTTAAAATTGAGCCGTTC
TATCCAATAATGTGTACTAAACGTAGACTAGTGTGATCATTGAACATTATTAAAA
CTCGTGTTTCATTATAAAACATCAATCTTATTAACAGAGGTAGTCCAAGTCCTATT



AGTATTTTTATACTTAATCGACACTAAATTTTAACATTATCAGGCATGAAATTCTG
AGTCTATTGAGTCTCTCTCTCTCTAATCGTCGAAGAATTATTCTAACAAATGATGT
TACAGGGGGTGCCTGTGGATATGGAAACCTGTACAGCCAAGGTTATGGCACAAA
CACTGCAGCACTAAGTACTGCTCTATTTAACAATGGGTTAACTTGTGGCGCGTGC
TACGAGTTAACTTGCAACGGTGACCCCAAATGGTGCCTCTCGGGAACCATTACAG
TCACAGCAACAAATTTTTGCCCTCCCAACCCATCTCTGCCGAACGACAACGGCGG
GTGGTGCAATCCGCCCCGTCAGCACTTTGATTTGGCTGAACCGGCTTTCTTGCAAA
TTGCTCAATACCGTGCTGGAATTGTTCCGGTTTCTTTCCGAAGGTCAGAATTTTAA
TCAATTGTTAGTTTGCACTATTCTAGTGTTTACTTCACATTTCTGCACAAGCAAAT
TCACTCAAAATCAAGTTCGAGAGTAAAATTTAGTGCATCTTTCGTTGAAAAGAAA
ATAATACTACGTACAAACTCAAAACTTTTCTTTATTTTTTAACCACATATTTTCTA
CCAATTTACTATTGCAAAATACATTTTTAACAAAAAATGAGGCTCAAACGTGCGT
TTAATATATTAAAAAAATTGATACTTTACGCAGATTCAGAGATGAGATAAACAAG
ATACGGTCTTTCAACTTTTACTTAGGCACCACACTTTTCCTAATCTTGATGTAGCG
GGCTAGCTTATTTTGACTAAACCTCATACTATGAATGAATCAACTTATTTTGACAT
TACCAACTTATACATTCGTATCTTTACGAATCAACTGGGAAATCCAAAAATTAAG
GTTTCTGCAACATACTTCGAGAGACTACACTATAATATACAAAATCTTTGGTGAA
GAAAGAGAAATTAAAATAAACAATTTTGTAGATCTTACCGTCAACTATTGCCTAT
ATTGGTCAAGTTTTGAAGATTTCTTGCTGAAACATTGTTTATTGGTGTTTATAGGG
TGCCCTGCGTAAAGAAGGGAGGAATAAAGTTCACAATAAATGGTCATTCCTACTT
CAACCTTGTGTTGATAACCAATGTTGGTGGTGTGGGTGACGTACATTCAGTATCA
ATCAAGGGTTCAAAAACAGGATGGCAACAAATGTCAAGAAATTGGGGCCAAAAT
TGGCAGAGCAATTCCTATTTGAACGGCCAAAGCCTCTCGTTTCAAGTCACCGCAA
GTGATGGAAGGACAATCACTAGTGGCAATGTCGTCCCAGCTGGTTGGCAATTCGG
ACAAACATTCCAAGGCGGGCAATTTTAG






