
IDENTIFICATION 

Species:  Zostera marina 

Locus: Zosma8g01110 

Gene Model: Zosma8g01110.1 

Description: ZmrEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ZmrEXPB-02 

MLPLCCFLFFFFFLLCGLPQHSFAYRRGSLSSSMDQTWHPATATWYGAAEGDGTDG

GACGYGPLVDVRPFRARVGAVSDVLFKGGEGCGACYKVKCSDHSICSRRPATIIVID

QCPGGYCAFGRTHFDLSGGAFGHMAISGEANNLRNRGEIPVLFRRTPCRYKGRNIAF

HVNEGSTDYWLSLLVEFQDGDGDIGSMQIRQSTSNVWLNMKHIWGATWCVVGGPL

EGPFSVRLTSLTRKKTVSARYVIPKNWSSKATYTSKLNFDV* 

CDS (coding sequence) 

>ZmrEXPB-02 

ATGTTGCCACTTTGCTGCTTCCTCTTCTTCTTCTTCTTCTTGTTGTGTGGTTTGCCGC

AGCATAGCTTTGCTTACCGTCGTGGATCACTATCGTCATCAATGGACCAAACATG

GCATCCGGCAACCGCCACTTGGTACGGCGCGGCCGAAGGCGACGGAACCGACGG

GGGAGCATGTGGGTACGGGCCATTGGTGGACGTGAGGCCTTTCAGAGCACGGGT

GGGTGCTGTGAGCGACGTTCTGTTCAAGGGAGGAGAAGGATGCGGCGCTTGTTAC

AAAGTAAAATGTTCAGACCATAGCATCTGTTCAAGAAGACCGGCCACCATCATCG

TGATTGACCAATGTCCAGGTGGCTACTGCGCTTTTGGTCGAACACACTTCGACCTT

AGCGGCGGTGCCTTCGGTCATATGGCCATATCCGGAGAAGCCAACAATCTTCGCA

ACCGTGGCGAGATCCCCGTTTTGTTCCGAAGAACTCCATGCAGGTATAAAGGAAG

AAACATAGCATTCCATGTGAACGAGGGTTCCACAGACTACTGGCTTTCTCTGCTG

GTCGAGTTTCAAGATGGAGATGGGGACATTGGATCCATGCAGATCAGACAATCA

ACTTCAAATGTGTGGTTGAACATGAAACATATCTGGGGAGCAACCTGGTGCGTGG

TAGGAGGACCTCTTGAAGGACCTTTTTCCGTGAGATTAACAAGTCTGACAAGAAA

AAAGACAGTTTCGGCAAGATATGTGATTCCAAAGAATTGGTCTTCAAAGGCCACA

TACACCTCAAAACTCAACTTCGATGTTTAA 

Nucleotide 

>ZmrEXPB-02 

AATTGCGAAAGTGGTAGGGGTATTATCGTTATTTTGGTCTACGGAACACATTAGA

TGAACAGAACGAACACAAGGGTAAAATCGTAAAGTAGGGTTTAGTTAGTTACCC

ACCCGGCAAATCTTGAACAAGTAAAAAGCTGCGAGGGTTGTTTTTTATTTTATATT



TGGTAATATATTTGATACAAATGGGATAAATCGGTAAAATCACATTCCTTCACTTT

CCCCTTTCTTCTGTTTCTCCGCCCGCCACCAGTCACGCAGTCACTACCTTCCCTTCT

CTGTGACTCTTTTGGTCAGCACTTATCTGTAACGACTCACCAGTCACCACCTTATA

TATTATATTTCCCGGCAGAGAAGCTCAGCAATACTGGCCGTCAACACCGGTGTTA

ATTACGATGTTGCCACTTTGCTGCTTCCTCTTCTTCTTCTTCTTCTTGTTGTGTGGTT

TGCCGCAGCATAGCTTTGCTTACCGTCGTGGATCACTATCGTCATCAATGGACCA

AACATGGCATCCGGCAACCGCCACTTGGTACGGCGCGGCCGAAGGCGACGGAAC

CGACGGTGAGTTTTTTAATGTTTTGCATGCATTCAAGTTTCCTTCAGTTCTGTTTTG

AAGAATTGGCACACATGACGGGCCTTGGGTGCATTTTGATTCTTATCAATTCCAT

GTTATGGGATACAGGGGGAGCATGTGGGTACGGGCCATTGGTGGACGTGAGGCC

TTTCAGAGCACGGGTGGGTGCTGTGAGCGACGTTCTGTTCAAGGGAGGAGAAGG

ATGCGGCGCTTGTTACAAAGTAAAATGTTCAGACCATAGCATCTGTTCAAGAAGA

CCGGCCACCATCATCGTGATTGACCAATGTCCAGGTGGCTACTGCGCTTTTGGTC

GAACACACTTCGACCTTAGCGGCGGTGCCTTCGGTCATATGGCCATATCCGGAGA

AGCCAACAATCTTCGCAACCGTGGCGAGATCCCCGTTTTGTTCCGAAGGTAAGTG

TAAAAATCGGAATTTGCATCTGCGTTAAAAACTTAAAGCAGTAAGCAGCAGCAG

GTTTTGACAGTTGGAAGGGTGTTTTTGGATATAGAACTCCATGCAGGTATAAAGG

AAGAAACATAGCATTCCATGTGAACGAGGGTTCCACAGACTACTGGCTTTCTCTG

CTGGTCGAGTTTCAAGATGGAGATGGGGACATTGGATCCATGCAGATCAGACAA

GTAAGTAAATAAATAAATAAATAAATAAATAAAAATAGGTTTTTTATTTAATTTA

ATTTGTTTTTGGTCAGTCAACTTCAAATGTGTGGTTGAACATGAAACATATCTGGG

GAGCAACCTGGTGCGTGGTAGGAGGACCTCTTGAAGGACCTTTTTCCGTGAGATT

AACAAGTCTGACAAGAAAAAAGACAGTTTCGGCAAGATATGTGATTCCAAAGAA

TTGGTCTTCAAAGGCCACATACACCTCAAAACTCAACTTCGATGTTTAACCCAAC

CCAACAACCAGTAAGATTTTGTTTTTTTTGTTTTTGTTGGTTGCTGATATCTATGTA

TCTGTGTTCTGTGTGTGTGTGTGTGTGTGTGTGTGC 




