IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s02916850

Gene Model: LOC_0s02916850.1
Description: OstEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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List of domain hits o

+ Name Accession Description Interval E-value
[+] PLN0O193 super family cl33423 expansin-A; Provisional 48-279 194e-136

SEQUENCES
Peptide
>OstEXPA-10

MAPARPFALLFLAVTVGFVLLTAADDSANATATTTTAMAPSSSTDDAAPPVWLKAH
ATFYGGADASGTMGGACGYGDLYSQGYGTRNAALSTALFNDGASCGQCYKIACDR
KRAPQWCRPGVTVTITATNFCPPNWDLPSDNGGWCNPPRPHFDMAQPAWEKIGIYR
AGIIPVIYQRVPCVKKGGVRFTINGHDYFNLVLVTNVATTGLIKSMDVMGSNSTDWL
PMVRNWGANWHSLSYLTGQMLSFRVTNMDGQTLVFRNIVPSGWKFGQTFASKLQF
K*

CDS (coding sequence)
>OstEXPA-10

ATGGCTCCAGCTCGACCTTTCGCGTTGCTGTTTCTCGCAGTCACGGTCGGCTTCGT
TCTGCTGACGGCGGCCGACGACTCGGCCAATGCGACGGCGACGACGACGACAGC
GATGGCTCCGTCGTCATCGACCGACGACGCGGCTCCGCCCGTGTGGCTGAAGGCG
CACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCACCATGGGAGGCGLCGTGL
GGCTACGGCGACCTTTACTCGCAGGGGTATGGGACGCGGAACGCGGCGCTGAGC
ACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCGCCTGCG
ACCGCAAGAGGGCACCGCAGTGGTGCAGGCCCGGCGTCACGGTCACCATCACCG
CCACCAACTTCTGCCCGCCCAACTGGGACCTCCCCAGCGACAACGGCGGCTGGTG
CAACCCTCCACGGCCGCACTTCGATATGGCGCAGCCGGCCTGGGAGAAGATCGGT
ATTTACCGTGCCGGCATCATCCCCGTCATCTACCAAAGGGTTCCATGTGTAAAGA
AGGGTGGTGTGCGGTTCACCATCAACGGGCATGACTACTTCAATCTCGTTCTTGT
GACCAACGTTGCAACCACCGGCTTGATCAAGTCGATGGATGTGATGGGCTCCAAC
TCAACCGACTGGCTGCCAATGGTGAGAAACTGGGGTGCAAATTGGCACTCGTTAT
CGTATCTCACTGGACAGATGCTTTCCTTTAGGGTGACCAACATGGACGGCCAGAC
GCTTGTCTTCAGAAACATTGTGCCGTCAGGATGGAAGTTCGGGCAAACATTTGCA
AGCAAACTGCAGTTCAAGTGA

Nucleotide
>0OstEXPA-10

ATGGCTCCAGCTCGACCTTTCGCGTTGCTGTTTCTCGCAGTCACGGTCGGCTTCGT
TCTGCTGACGGCGGCCGACGACTCGGCCAATGCGACGGCGACGACGACGACAGC
GATGGCTCCGTCGTCATCGACCGACGACGCGGCTCCGCCCGTGTGGCTGAAGGCG



CACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCACCATGGGAGGCGLGTGC
GGCTACGGCGACCTTTACTCGCAGGGGTATGGGACGCGGAACGCGGCGCTGAGC
ACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCGCCTGCG
ACCGCAAGAGGGCACCGCAGTGGTGCAGGCCCGGCGTCACGGTCACCATCACCG
CCACCAACTTCTGCCCGCCCAACTGGGACCTCCCCAGCGACAACGGCGGCTGGTG
CAACCCTCCACGGCCGCACTTCGATATGGCGCAGCCGGCCTGGGAGAAGATCGGT
ATTTACCGTGCCGGCATCATCCCCGTCATCTACCAAAGGTACATAATTAACCTAC
ACCGGACAAACACAAATCGTATTTGTTTTTGATATTGCACACCTATATGACAATA
TATAAGACATATTTGTAACATGTATTTTGTGATGTTTTTCAGGGTTCCATGTGTAA
AGAAGGGTGGTGTGCGGTTCACCATCAACGGGCATGACTACTTCAATCTCGTTCT
TGTGACCAACGTTGCAACCACCGGCTTGATCAAGTCGATGGATGTGATGGGCTCC
AACTCAACCGACTGGCTGCCAATGGTGAGAAACTGGGGTGCAAATTGGCACTCGT
TATCGTATCTCACTGGACAGATGCTTTCCTTTAGGGTGACCAACATGGACGGCCA
GACGCTTGTCTTCAGAAACATTGTGCCGTCAGGATGGAAGTTCGGGCAAACATTT
GCAAGCAAACTGCAGTTCAAGTGATCATCCTGAATTGATTGGGTTTCTACTGCCT
GACTGATTATTTATGATGGACATTTGCACAGTGTATA





