IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01620

Gene Model: Eucgr.E01620.2.p
Description: EgrEXPB-07
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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DOMAIN ARCHITECTURE
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Query seq,

binding site 4 AL
specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-166 2.05e-78
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens loi PI, Pl and PlIi from Lolium perenne. 174-252 8.68e-27

>EQrEXPB-07

MALLQSPSICFPLALLLSLLINSSHCFNPKSLNISKVQSNGDWSPAGATWY GSPNGAG
SDGGACGYGSGVAQAPFSSMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVTV
VITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYQKVKCNFPGA
KVAFHVDSGSNPNYFAALIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKL
DGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV*

CDS (coding sequence)
>EgrEXPB-07

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC
CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGG
CGCTGGAAGCGATGGTGGTGCATGTGGGTATGGGAGTGGGGTCGCCCAAGCTCC
ATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTGAAATGTACTGAAAACGCGGCTTGTTCCGGGAACC
CGGTGACGGTTGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTCGCTGAATCT
GCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGCTCCGGCAAGG
CCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACCAAAAAGTAAAGT
GCAATTTCCCCGGCGCGAAGGTGGCATTCCACGTTGACTCCGGCTCGAACCCCAA
CTATTTCGCTGCGCTAATTGAGTACGAGGATGGTGATGGCGAGCTCGGCGCCGTC
AACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGGG
GCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCCCCATTCTCGATCAA
GCTCACTTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGCT
GGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAA

Nucleotide
>EgrEXPB-07

AGTGCAAGAAATCAAACTCCTGACCAAAGTGTCTCGAGAATCACATGGCGCTTCT
TCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTCCTCATAAACTC
GTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCAGTCCAACGGT
GATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGGCGCTGGAAGC
GATGGTAATGGAATGACAATATATTTTTATTTGGTCGATTCACCTGGAGTAAAGA



TCTTTTTACGCAAGCGCCGTTGGTCTCATCACACGCCTTTCAGTAATTGACTTATC
AAGTCTTTCGAGTATAAATCGGTTCGGACATATGAGTTGCTTAGGTCAATCACCT
AATCGTGATTGATTTTGGCTTTGTACCAAACACATGTAGACTTAGAGGTCAAACT
GGAATCAAGTACAACGCTAGACAATACTACTCTAGTAATTACGCATTTCACCTGA
TCTGCAAATATACATATATATTTATACATACATATATAATATTTTATATATAATAT
GCTTTGTATGATATTTTGTACGTAGGTGGTGCATGTGGGTATGGGAGTGGGGTCG
CCCAAGCTCCATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCA
GGCAAAGGATGTGGAGCTTGTTACCAGGTTTCTCTCTTGCTAGAAAACTGTTTCTC
GAATTATTTTTATATTCGCCGTCATCGGAGAAAATTTGCCACGGACAAAGTTAAT
ATATGTTCACGAGATATGCTTTTCCTAAATTAACAATCGTGGAATAGAATTCATG
AAAACATCTACTTCGGCACGCTTTCTAGACTCCCATTAAACGTAGTTTAAATTCTT
CGTATTTAAATAGATTATTTGACTCGGTACATATTGTCCTATTGAAACAGATTATT
TAGTAGTAGTTAGGAAGTGCAGTCTTTTGAGCTCTTGTTGATTAAATTTCAGGTGA
AATGTACTGAAAACGCGGCTTGTTCCGGGAACCCGGTGACGGTTGTTATAACTGA
TGAATGCCCTGGTGGCCCTTGTGTCGCTGAATCTGCTCACTTCGATTTGAGCGGCA
CGGCTTTTGGAGCCATGGCGAGCTCCGGCAAGGCCGATGAACTTCGCAACGCTGG
GGTGCTGCAAATTCAATACCAAAAGTCCGTACAGTTGATCCTTTCTCTATGGATCC
TTTCGAGTGAATTCCAATTTTAACAGTCGCGCAGAGGGAAAAAAGGAAGATAAA
ACGCATTGAAAAGTGCTTTAAATTAACGAGAAACTTTGCTTTCACCAGACTTATA
CTAATCAGCAAATGGTCTAACTTGCTTATTAAAAGTCTATTTATGTGCACATATTT
ACAATGTCAAGCAGAGTAAAGTGCAATTTCCCCGGCGCGAAGGTGGCATTCCAC
GTTGACTCCGGCTCGAACCCCAACTATTTCGCTGCGCTAATTGAGTACGAGGATG
GTGATGGCGAGCTCGGCGCCGTCAACCTGAAGCAGGCTCTAGACTCTGACTCTTG
GCTTCCGATGCAACAGTCGTGGGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCA
GCTGCGCGCCCCATTCTCGATCAAGCTCACTTCTCTTGACTCCGGCAAGACCCTGG
TTGCCAACAACGTGATCCCCGCTGGGTGGCAGCCCGGACAGACGTACCGGTCGGT
CGTCAACTTTGCTGTCTAAGGGTTGTGCGTGGTTTGCTTGGGAGACGAAGAAATG
GAGATTGATCGTCAGTTAATTTGGCTCTGTGTGTTTTATGTTATAGGCAAAATTAA
AATATTGGATGGTGTGGAAAAAGAAAGTATTTTGCTTTTTCCACTCTGTGTAATCT
AGTCAGCTATGAGCTACCTCTTGGAAAAGAGAGTAGTAGGGATAAATGAATGAT
ATTGTCCTTTCAAAATTAAGAATGATCTGAGTATTTTTGTTCTTTATTTTI






