
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast03G191600 

Gene Model: Brast03G191600.1.p 

Description: BstEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-05 

MGSLSYVLAGVVLAALVAGGACIPKVPPGPNVTANYNGLWLNAMATWYGRPQGA

GPKDNGGACGIKDVNLPPYSAMIACGNIPIFKDGRGCGSCYEVKCQVPAKLCSNKPV

TVIITDMNYEPIAPYHFDLSGTAFGLMAQPGKEQLLRNCGELQMQFRRVRCKLPPGT

KITFHIEKGSNPNYLAVLVKFVSDDGDIVQMDLQDHMSPEWKPMKESWGAVWRMD

SIKPLKGPYSIRVTSESGKKLIAKDIIPLNWKPDTFLKSNIQF* 

CDS (coding sequence) 

>BstEXPB-05 

ATGGGTTCCCTCTCGTACGTGCTCGCTGGCGTGGTGCTGGCGGCGCTGGTGGCCG

GCGGCGCGTGCATCCCCAAGGTGCCGCCGGGGCCCAACGTGACGGCCAACTACA

ACGGCCTGTGGCTCAACGCCATGGCCACCTGGTACGGCAGGCCCCAAGGCGCCG

GGCCCAAAGACAACGGTGGTGCGTGCGGGATCAAGGACGTGAACCTGCCGCCCT

ACAGCGCCATGATCGCCTGCGGCAACATTCCCATCTTCAAGGACGGCAGGGGATG

CGGCTCCTGCTACGAGGTCAAGTGCCAGGTACCGGCGAAGCTGTGCTCGAACAA

GCCCGTAACGGTGATCATCACGGACATGAACTACGAGCCGATCGCGCCGTACCAC

TTCGACCTCTCCGGCACGGCGTTCGGCCTGATGGCTCAGCCCGGGAAGGAGCAGC

TGCTCCGCAACTGCGGGGAGCTGCAGATGCAGTTCAGGAGGGTCCGCTGCAAGTT

ACCGCCGGGCACCAAGATCACCTTCCACATCGAGAAGGGGTCCAACCCAAACTA

CCTGGCCGTGCTCGTCAAGTTCGTCTCCGACGACGGCGACATCGTGCAGATGGAC

CTCCAGGACCACATGTCGCCGGAGTGGAAGCCCATGAAGGAGTCGTGGGGCGCC

GTCTGGAGGATGGACTCCATCAAGCCGCTCAAGGGCCCTTACTCTATCCGCGTCA

CCAGCGAGTCCGGCAAGAAGCTTATTGCCAAGGATATTATCCCGCTCAACTGGAA

GCCCGACACCTTCTTGAAGTCCAATATCCAGTTCTAG 

Nucleotide 

>BstEXPB-05 

GCCAGCCAGAGGAGCGAGCGTCTCTCTATCTACAGCTCTACACATGGGTTCCCTC

TCGTACGTGCTCGCTGGCGTGGTGCTGGCGGCGCTGGTGGCCGGCGGCGCGTGCA

TCCCCAAGGTGCCGCCGGGGCCCAACGTGACGGCCAACTACAACGGCCTGTGGCT



CAACGCCATGGCCACCTGGTACGGCAGGCCCCAAGGCGCCGGGCCCAAAGACAA

CGGTAAGTACTAACGAACGCGCGCAGTCGACTACAGATTTCGATCTTACTTGTCA

TGCAATGTTGTCCTGAGAAATGTGTGTGTACGTATTCGGGCGCGCGTGTACGTAC

AGGTGGTGCGTGCGGGATCAAGGACGTGAACCTGCCGCCCTACAGCGCCATGAT

CGCCTGCGGCAACATTCCCATCTTCAAGGACGGCAGGGGATGCGGCTCCTGCTAC

GAGGTTTTTATTTTGTTCATTACTTTCGGTTGTCTATAGTTTTATTAGTAGACCAGT

GTCACCTCAAATGCGCAGAATTACGTAAATTAGCATCAACAAAAAAAGGAAGTG

CAAATTTCGGTTCATAGATCATATACAAAACAAGGTTTGAATGTCCGACCAGGAG

TGGTTATTTATCATTTTGAAAGTGGAAAGTTATTTTTCAGTCGACAATCTTAATCA

TTTTTATATTTACATGGATCCAGGTGATCATATCGGATGATTGTTGTTGTCAATTG

TTAATAGTTATTTCTTGGTCTCAAAAGATAGACAAATCATGATAAAAAACTTTAA

AACATAACCGATCGAGATTTTAAAGAAAAACCTCAAGTTATAAACGTTCGTGCTG

GTATATCACAGATCTGATATTCATATTAATTGCAGGTCAAGTGCCAGGTACCGGC

GAAGCTGTGCTCGAACAAGCCCGTAACGGTGATCATCACGGACATGAACTACGA

GCCGATCGCGCCGTACCACTTCGACCTCTCCGGCACGGCGTTCGGCCTGATGGCT

CAGCCCGGGAAGGAGCAGCTGCTCCGCAACTGCGGGGAGCTGCAGATGCAGTTC

AGGAGGGTCCGCTGCAAGTTACCGCCGGGCACCAAGATCACCTTCCACATCGAG

AAGGGGTCCAACCCAAACTACCTGGCCGTGCTCGTCAAGTTCGTCTCCGACGACG

GCGACATCGTGCAGATGGACCTCCAGGACCACATGTCGCCGGAGTGGAAGCCCA

TGAAGGAGTCGTGGGGCGCCGTCTGGAGGATGGACTCCATCAAGCCGCTCAAGG

GCCCTTACTCTATCCGCGTCACCAGCGAGTCCGGCAAGAAGCTTATTGCCAAGGA

TATTATCCCGCTCAACTGGAAGCCCGACACCTTCTTGAAGTCCAATATCCAGTTCT

AGAACATCAATCCATCCAATTAATCAATCAACCCCACCCCCTCAGATGTGATACC

CACTTTTCTTTTTAGAGTACTCCCTCTGTCCACAAATACTTGTACGTGCGCGAACT

TTAAGAAAATTAGCAAGTGAGATTGAAGAAGCATTACAAATGTTGCAACCACCA

TCTCTCACCTCTTTAATTCTTCCAGCTCCAATGAGCGAAGTGCATGAAAAAATATT

ACTGGGTTTGAGAGAGAAGTGCTTTGGAAAAAGAAAAGTAAACTTATTTGTG 


