IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.1383S0027

Gene Model: Cagra.1383S0027.1.p
Description: CgrEXLA-01
Family: Expansin Like Alpha
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GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1
EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1

GENE STRUCTURE

CerEXLA-01
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Legend:
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DOMAIN ARCHITECTURE
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List of domain hits *

Name Accession Description Interval E-value
[+] DPBB_EXLA_N  ¢d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 14-142 6.25e-72
[+] Pollen_allerg_1  pfam01357 Pollen allergen; This family contains allergens lol Pi, Pl and PIIl from Lolium perenne 148-223  1.45e-16
Peptide

>CgrEXLA-01

MGGILFLIFFLLSSSSDACDRCLHHSKASFFSSAPALSSGACAYGSLATSFFAGHIAAAL
PSIYKDGAGCGACFQVRCKNPALCSSKGTTVIVTDLSNTNRTDLVLSTRAFRAMAKP
VLGADRDLLKQGIVDIEYQRVPCDYGNKKMNVRVEESSKNPNYLAIKLLYQGGQTE
VVAIDIAQVGSSHWSYMSRSHGAVWVADKVPAGALQFKFVVMAGYDGKMVWSQR
VVLPASWVAGKTYDAGVQITDIAQEGCDPCDDHIWT*

CDS (coding sequence)
>CgrEXLA-01

ATGGGAGGCATTCTCTTCCTCATCTTCTTCCTCCTCTCCTCATCTTCAGACGCCTGC
GACCGATGTCTTCACCACTCTAAGGCATCTTTTTTCTCCTCTGCCCCTGCTCTCTCT
TCCGGAGCTTGTGCCTATGGCTCTTTGGCTACTAGTTTCTTCGCCGGTCACATTGC
GGCGGCACTTCCTTCCATCTACAAAGACGGCGCCGGCTGCGGAGCTTGCTTCCAG
GTCAGATGCAAGAACCCCGCTCTTTGCAGCAGCAAAGGAACCACCGTGATCGTCA
CAGACCTCAGCAACACCAACCGAACCGATCTTGTCCTCAGCACCAGGGCCTTCAG
GGCAATGGCTAAGCCCGTTCTTGGCGCCGACAGAGATCTTCTCAAACAAGGTATT
GTCGACATTGAATACCAGAGAGTTCCTTGCGATTACGGGAACAAGAAGATGAAC
GTGAGAGTGGAAGAGTCAAGCAAAAATCCAAACTACTTGGCCATAAAGCTGTTG
TACCAAGGAGGCCAAACCGAAGTGGTTGCCATCGACATTGCTCAAGTAGGTTCGT
CACATTGGAGTTACATGAGCAGAAGCCACGGAGCAGTGTGGGTTGCTGACAAAG
TACCCGCCGGAGCTCTGCAGTTCAAGTTCGTGGTGATGGCAGGCTACGACGGCAA
AATGGTTTGGTCGCAGCGGGTGGTTCTTCCGGCCAGCTGGGTAGCTGGGAAGACC
TATGACGCCGGCGTTCAGATCACCGACATTGCTCAGGAAGGTTGTGATCCATGTG
ACGATCACATCTGGACCTGA

Nucleotide
>CgrEXLA-01

ATGGGAGGCATTCTCTTCCTCATCTTCTTCCTCCTCTCCTCATCTTCAGACGCCTGC
GACCGATGTCTTCACCACTCTAAGGCATCTTTTTTCTCCTCTGCCCCTGCTCTCTCT



TGTAAGTTGTAACCATTCCTTCTCTTCATTACTTCTTTCCTTTTTTTTTTTCTTTCTT
TTCAACTTTTAACTTGTTTCTTTCCTCATTTCAGCCGGAGCTTGTGCCTATGGCTCT
TTGGCTACTAGTTTCTTCGCCGGTCACATTGCGGCGGCACTTCCTTCCATCTACAA
AGACGGCGCCGGCTGCGGAGCTTGCTTCCAGGTCAGATGCAAGAACCCCGCTCTT
TGCAGCAGCAAAGGAACCACCGTGATCGTCACAGACCTCAGCAACACCAACCGA
ACCGATCTTGTCCTCAGCACCAGGGCCTTCAGGGCAATGGCTAAGCCCGTTCTTG
GCGCCGACAGAGATCTTCTCAAACAAGGTATTGTCGACATTGAATACCAGAGGTT
CGTGATTCCCTAACTTTCCTTGCTTCACTTTAACTAGTAACTTGTAGTTATAACAA
GAACTGAACATGAAACAGAGTTCCTTGCGATTACGGGAACAAGAAGATGAACGT
GAGAGTGGAAGAGTCAAGCAAAAATCCAAACTACTTGGCCATAAAGCTGTTGTA
CCAAGGAGGCCAAACCGAAGTGGTTGCCATCGACATTGCTCAAGTAGGTTCGTCA
CATTGGAGTTACATGAGCAGAAGCCACGGAGCAGTGTGGGTTGCTGACAAAGTA
CCCGCCGGAGCTCTGCAGTTCAAGTTCGTGGTGATGGCAGGCTACGACGGCAAAA
TGGTTTGGTCGCAGCGGGTGGTTCTTCCGGCCAGCTGGGTAGCTGGGAAGACCTA
TGACGCCGGCGTTCAGATCACCGACATTGCTCAGGAAGGTTGTGATCCATGTGAC
GATCACATCTGGACCTGA



