IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G284600

Gene Model: Misin01G284600.1.p
Description: McsEXPB-07
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE
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specific hits L
PLNO0133

Superfanilies
DPBB_RIpA_EXP_N-like superfamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 422275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansing 37-160 1.27e-78
[+] PLN00193 super family ci33423 expansin- A; Provisional I 15-269 3.76e-24

>McsEXPB-07

MAAAAVISISSSKVAALAALFVVLAMYAEAASPKGGWQAAKATWYGAPNGAGPDD
NGGACGFKNTNQYPYMSMTSCGNQPLFKDGKGCGACYQIRCLNSTHDACSGRAKR
VIITDMNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGILDIQFRRVPCNYKGLNV
NFRVQVGSNPNYFAVLVQYAGKDGAAAQLDLMETDRATGKPTGVWTPMRVSWGA
VWRLDTKRPLQPPFSLRVRNGSGKTLVASNVIPADWKPLTDYPSSVQFP*

CDS (coding sequence)
>McsEXPB-07

ATGGCCGCCGCCGCCGTGATCTCCATCTCCTCCTCAAAGGTGGCTGCACTCGCTG
CACTGTTCGTGGTGCTCGCGATGTACGCCGAGGCGGCGAGCCCAAAGGGCGGCT
GGCAGGCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGLCGLCLGGLLCCTGACG
ACAACGGTGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTACATGTCCAT
GACGTCCTGCGGCAACCAGCCGCTGTTCAAGGACGGCAAGGGCTGCGGCGCATG
CTACCAGATACGGTGCCTCAATAGCACCCACGATGCTTGCTCCGGCAGAGCGAAG
CGTGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACC
TCAGCGGCACAGCGTTCGGCGCCATGGCCAAGACCGGGCTCAACGACAAGCTCC
GCCACGCGGGCATCCTCGACATCCAGTTCCGGCGGGTGCCCTGCAACTACAAGGG
CCTGAACGTCAACTTCCGCGTCCAGGTGGGGTCCAACCCGAACTACTTCGCGGTG
CTGGTGCAGTACGCGGGCAAGGACGGCGCCGCGGCGCAGCTGGACCTGATGGAG
ACCGACAGGGCGACCGGCAAGCCGACGGGCGTGTGGACGCCGATGCGCGTGTCG
TGGGGCGCCGTCTGGCGCCTCGACACCAAGCGCCCGCTGCAGCCGCCCTTCTCGC
TGCGCGTCCGGAACGGCTCCGGCAAGACGCTGGTGGCCAGCAACGTCATCCCGG
CTGACTGGAAGCCGTTGACCGACTACCCCTCCTCCGTCCAGTTCCCCTAG

Nucleotide
>McsEXPB-07

TCGCCTGCCTATAAATGCACCGGCAGTGTCGTCCTCCGGTCGACCAACAAAAACA
CCGACGACCGAACATCCAAGTACAAGTACTCGTTAATCTTGAAAATTGTAAGTGA
CTAGCTGCCTAGCTGGTTCCATCGAGCTGAGATGGCCGCCGCCGCCGTGATCTCC



ATCTCCTCCTCAAAGGTGGCTGCACTCGCTGCACTGTTCGTGGTGCTCGCGATGTA
CGCCGAGGCGGCGAGCCCAAAGGGCGGCTGGCAGGCGGCCAAGGCCACCTGGTA
CGGCGCGCCCAACGGCGCCGGCCCTGACGACAACGGTACGTGCGTACACGGTGC
GTGCTAGTGCTACTACCAATGCCCGTGTGCATGTCTGACGTTGTTGTGTGATATCT
GCAGGTGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTACATGTCCATG
ACGTCCTGCGGCAACCAGCCGCTGTTCAAGGACGGCAAGGGCTGCGGCGCATGC
TACCAGGTAGTAGAATACTCTATAAATAAATTACTAGTTAATCTAGACACTATTTT
ACTATTAAGTCGCAGTCCTGGTGAGTTAATTTGATCATCGGTCAACCGTAGCAGT
AATAACCCTTTAATATCCTCGATGCTGACGACGTTCTTGACTGTCCAATTGAAAAT
CCATCAGATACGGTGCCTCAATAGCACCCACGATGCTTGCTCCGGCAGAGCGAAG
CGTGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACC
TCAGCGGCACAGCGTTCGGCGCCATGGCCAAGACCGGGCTCAACGACAAGCTCC
GCCACGCGGGCATCCTCGACATCCAGTTCCGGCGGGTGCCCTGCAACTACAAGGG
CCTGAACGTCAACTTCCGCGTCCAGGTGGGGTCCAACCCGAACTACTTCGCGGTG
CTGGTGCAGTACGCGGGCAAGGACGGCGCCGCGGCGCAGCTGGACCTGATGGAG
ACCGACAGGGCGACCGGCAAGCCGACGGGCGTGTGGACGCCGATGCGLCGTGTCG
TGGGGCGCCGTCTGGCGCCTCGACACCAAGCGCCCGCTGCAGCCGCCCTTCTCGC
TGCGCGTCCGGAACGGCTCCGGCAAGACGCTGGTGGCCAGCAACGTCATCCCGG
CTGACTGGAAGCCGTTGACCGACTACCCCTCCTCCGTCCAGTTCCCCTAGCCGCA
CGCTGCGATCACCGTCACCCGATCATTGTTATTCGTCCGATTAGTTACATTGCTTA
ATTATGTGTTGTCGTTGTACGTACGTGTCTTGAGATGCGTGGGATAATGGAGGAG
GCAATGTGATCTCCCGCCCACCATCGCAACATTTGAAATAATAACATGCTGTTTG
TTTATTCGT





