IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G238600

Gene Model: Pahal.9G238600.1.p
Description: PhEXPA-24
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Peptide

>PhEXPA-24

MDTAKSLILCTVLAACLGLAAAAWSQGTATNYGGADGSGTMGGACGYDNLYNAG

YGVLNAALSQTLFNDGASCGQCYLITCDGSRPGGQNCKPGNSITVSATNLCPPNYGL

PNGGWCGPGRPHFDMSQPAFENIGVYQAGIIPVLYQQVQCKRSGGVRFSIAGSSYFLL
VNIQNLGGSGSVGAAWVKGDKTGWIQMSRNWGANWQALAGLVGQGLSFAVTSTG
GQYIQFPNVAPAWWQFGQTFTNNNLNFAY*

CDS (coding sequence)
>PhEXPA-24

ATGGATACGGCAAAGTCCCTGATCTTGTGCACAGTCCTTGCGGCGTGCCTCGGGC
TCGCCGCCGCCGCCTGGTCTCAGGGCACCGCCACGAACTACGGCGGAGCCGACG
GCTCCGGCACCATGGGTGGCGCCTGCGGGTACGACAACCTTTACAACGCCGGGTA
CGGCGTGCTCAACGCGGCGCTGAGCCAGACGCTGTTCAACGACGGCGCGTCGTGC
GGGCAGTGCTACCTCATCACCTGCGACGGCTCGCGGCCGGGCGGCCAGAACTGC
AAGCCCGGGAACAGCATCACCGTCTCGGCCACCAACCTGTGCCCGCCCAACTACG
GGCTGCCCAACGGCGGCTGGTGCGGCCCGGGGCGCCCCCACTTCGACATGTCGCA
GCCGGCGTTCGAGAACATCGGCGTCTACCAGGCCGGCATCATCCCGGTCCTCTAC
CAGCAGGTCCAGTGCAAGCGCAGCGGCGGCGTGCGCTTCAGCATCGCCGGTTCCA
GCTACTTCCTGCTCGTCAACATCCAGAACCTCGGCGGCAGCGGCTCCGTGGGLGC
CGCCTGGGTCAAGGGCGACAAGACGGGGTGGATCCAGATGTCCAGGAACTGGGG
CGCCAACTGGCAGGCGCTGGCCGGCCTCGTCGGCCAGGGGCTCAGCTTCGCCGTG
ACCAGCACCGGCGGGCAGTACATTCAGTTCCCCAACGTCGCGCCGGCGTGGTGGL
AGTTCGGCCAGACCTTCACCAACAACAACCTGAACTTCGCCTACTGA

Nucleotide
>PhEXPA-24

CGACCCACTCGATCATCAATAGCTTCTCTAGCTTGTCCCTCTAGATCCTCAGCTCA
TCATCAGGTGCCATTGCTAGCTAGCTAGCTGCCAACAAGCTAGATGGGCAGCACC
GCGGCGATGCTGCTCAGGTCCGTCGCCGTCCTCGCCCTCCTCGCCATGTCGGCGA
CAACGGCGGCGGCGCAGTACTGGAACAGCGGGACGGCGACGTTCTACGGCGGCA
GGGACGGTTCCGGGACGATGGGTACGTTACCTTCTATGTACGCAGCATTTGCATT
GCAACAGCTGCGTACCTGACGATCGATACTACTCTGCCGCGTGCTTCATTCCTGC



AGGCGGCGCGTGCGGGTACGACAACCTGTACAACCAGGGGTACGGGGTGCTGAA
CGCGGCGCTGAGCCAGGTGCTGTTCAACGACGGCGCGTCCTGCGGCCAGTGCTAC
AACATCAAGTGCGACACCGGCAAGTCCGGGTGGTGCAAGCCCGGCTACTCCGTC
ACCGTCACCGCCACCAACCTGTGCCCGCCCAACTACGCCATCACCACCAACGGGG
GAGGCTGGTGCAACCCGCCGCGCCCCCACTTCGACATGTCGCAGCCGGCGTGGGA
GCAGATCGGCATCTACCGCGCCGGCATCATCCCCGTCCTCTACCAGCGGTACGCA
TATATATATATACGGACGCAATTGTGATCGATGAAACGCCGCCGCCGGCCACCGC
CGCCTCTCGCAAAGGCTTACATGATCGATCACCATCTGGTGTAATAATGTGCAGG
GTGCCGTGCACGAGGCAGGGAGGGGTGAGGTTCACCATCTCCGGCTTCAACTACT
TCCAGCTGGTGCTCATCACCAACGTCGCCGGCAGCGGCTCCATCCGGTCCATGTC
GGTGAAGGGCGCCAGCACCGGGTGGATCGCGATGACGCGGAACTGGGGCGCACT
GTGGCAGTGCAGCTCGGCGCTCGTCGGCGAGCCGCTCTCCTTCGCGGTCACCTCC
ACCGGCGGCCAGACGCTGTACATGAACAACATCGCGCCGGCGTGGTGGACCTTC
GGCATGACGTTCGCCAGCAACAACCAGTTTGCCTACTAATAGTTAGCTAGTTCAC
GACGCATAATTGCATGTGCATGTGCGTGTGCCTGGCCGATCTGGGATTAAATTAA
TTATAATACATCAGTTGACTTAATGGTGTGTGTGTGTGTAATGCGTGGGTTGATCT
GGGATTTTGATCTGTAATCGCATTCTGTCGATTTTGTTTCTACTACATACCTGCTGT
ACATGTACATCGATTTGTTATCTGTTAATATATATATATATATATATTATTTT



