IDENTIFICATION

Species: Phaseolus vulgaris

Locus: Phvul.003G224600

Gene Model: Phvul.003G224600.1.p
Description: PvEXLB-03

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
KEGG: https://www.genome.jp/entry/gn:T03093

EXTERNAL RESOURCES
https://www.pulsedb.org/organism/636



https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
https://www.genome.jp/entry/gn:T03093
https://www.pulsedb.org/organism/636

GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 3-247 2.72e-103
SEQUENCES
Peptide
>PvVEXLB-03

MELGFKHQLGLVCVILLFPALCNCNEYFTNSRATYYGTSDGNGTPTGACGFGEYGRK
MNWYDGRVAGVSGLWRNGAGCGTCYQVKCKIAELCDVKGAYLVATDQGYGDRT
DFVMSPNAFSRLGGNKNASAELKKYGTVDIEYRRVPCTYIGNVLFHIKESSSNPGY LA
VVILNVNGKYDVNAVEMWQKGKERWEALRRVYGAVFDFANPPRGEILLRFQVGVK
WMIPNIAIPANWKPGATYDTKLQLY™*

CDS (coding sequence)
>PVEXLB-03

ATGGAACTGGGTTTTAAGCACCAACTTGGCCTTGTTTGTGTCATACTGCTCTTCCC
TGCACTGTGTAACTGCAATGAATATTTCACCAATTCAAGAGCAACCTATTATGGC
ACCTCTGATGGCAACGGTACTCCAACTGGAGCTTGTGGATTCGGGGAGTATGGAA
GGAAGATGAATTGGTATGATGGAAGAGTCGCAGGGGTCTCTGGGCTATGGAGGA
ATGGAGCTGGTTGTGGTACGTGTTATCAGGTAAAGTGCAAAATAGCAGAACTGTG
CGATGTGAAAGGAGCATACCTGGTGGCAACAGACCAGGGTTATGGAGACAGAAC
AGATTTCGTGATGAGCCCAAACGCCTTCTCAAGATTGGGAGGCAATAAAAATGCA
TCTGCAGAGCTTAAGAAATATGGTACAGTGGATATTGAATACAGGAGGGTTCCAT
GTACCTACATCGGCAACGTCTTGTTTCACATAAAGGAAAGTAGCAGCAACCCTGG
TTACTTGGCTGTTGTGATTCTGAATGTAAATGGAAAATACGATGTCAATGCTGTTG
AAATGTGGCAGAAAGGGAAAGAACGATGGGAAGCCTTGCGCAGGGTCTATGGGG
CAGTGTTTGACTTTGCTAATCCACCAAGAGGTGAAATCCTATTGAGGTTTCAAGT
GGGTGTTAAATGGATGATACCAAACATCGCTATCCCTGCTAATTGGAAGCCTGGA
GCAACTTATGACACCAAACTTCAGCTTTACTAG

Nucleotide
>PVEXLB-03

AATACAACTCTCATGTATCTTCGCTTCCAATCTCATAAACGCTTCTCAAATCTTAT
GCTTTGGTTTATAGCATTGGTCACAATCTCGTAATTAATTACTTCCTGTATTTCTAT
CCTATATATCTTTGCGCCTGATAGAGTTGAATTTGTCATGGAACTGGGTTTTAAGC
ACCAACTTGGCCTTGTTTGTGTCATACTGCTCTTCCCTGCACTGTGTAACTGCAAT
GAATATTTCACCAATTCAAGAGCAACCTATTATGGCACCTCTGATGGCAACGGTA
CTCCAAGTACGTGCTTGTCAATTTGTCTCTACCAGCCTTACACTCTTTGTTTTTGCA



GCTTAGGACTCAACTACCATGCATGCCCATCTTTGAGACTAAAGATTCTCTTTTTC
TTTCATTGTTACCATGCACGCTTCTCATTTAAAATGAAAATGTTTCATAAGACATT
GTTATTATTATGCATGTATATTTTAGCTGGAGCTTGTGGATTCGGGGAGTATGGAA
GGAAGATGAATTGGTATGATGGAAGAGTCGCAGGGGTCTCTGGGCTATGGAGGA
ATGGAGCTGGTTGTGGTACGTGTTATCAGGTACGTAAGCACGCACTTTTCTTTCCT
TAATTTATTTTCAATAGTAATTTTTTTGACTTAAAAACATATCAAAATTCCTAATT
CACTGATTATGTAGTAATAAATCAAATAATTTATCAAATATAAATAATGATGATG
ATGATGGTCCAGGTAAAGTGCAAAATAGCAGAACTGTGCGATGTGAAAGGAGCA
TACCTGGTGGCAACAGACCAGGGTTATGGAGACAGAACAGATTTCGTGATGAGC
CCAAACGCCTTCTCAAGATTGGGAGGCAATAAAAATGCATCTGCAGAGCTTAAG
AAATATGGTACAGTGGATATTGAATACAGGAGGGTTCCATGTACCTACATCGGCA
ACGTCTTGTTTCACATAAAGGAAAGTAGCAGCAACCCTGGTTACTTGGCTGTTGT
GATTCTGAATGTAAATGGAAAATACGATGTCAATGCTGTTGAAATGTGGCAGGTA
TATAGTGTAAACTTATATTTGATTCAGGGCATGCATGCACACAACTTTGGACATA
ACAATTTGTAAACTTATTGAGTAGTTTGTTAATTTTACGATGAAATTGGTTGTTGA
AATGTTGTGCAGAAAGGGAAAGAACGATGGGAAGCCTTGCGCAGGGTCTATGGG
GCAGTGTTTGACTTTGCTAATCCACCAAGAGGTGAAATCCTATTGAGGTTTCAAG
TGGGTGTTAAATGGATGATACCAAACATCGCTATCCCTGCTAATTGGAAGCCTGG
AGCAACTTATGACACCAAACTTCAGCTTTACTAGGCACATAAATTCATTTTGGAT
CCCAACAACAAATTACAAATAACTAAGCTCCACTGCTTTTCTGTTTATTCTTAATC
ACTGTCAATGTTTTTGTCTAAAGGGGCTGGAATAATGGGGATTCTTGTACTTTCCT
TGTAAGAGTGTACCCGGAATAAGAATAAGATCAAAGTTATTTTAGGCTGTC






