IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0531s0009

Gene Model: Kalax.0531s0009.2.p
Description: KIEXLB-04

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1
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List of domain hits k)

+ Name Accession Description Interval E-value
[+] PLNO3023 super family 3362 Expansin-like B1; Provisional 9-232 3.24e-89

SEQUENCES
Peptide
>KIEXLB-04

MGATCTDCFTSSRAAYYPNSDEQGTETGACGFGTFGATINDGHVSAASDLYRGGLG

CGACYQVRCKDSYYCSDNGTTVVITDSGASDRTDFILSRRAFGRMAQTKDAAAQLL
SRGVVDIEYRRVSCNYPNKNIYIKIVESSNYPHYLAFVIWYQQGLKDISIVQLCETRSL
TCKLLERSYGAVWATSAPPSGPLSLRMLLSNGEEDESWVIPTNDIPEDWKAGDVYDS
GVQV*

CDS (coding sequence)
>KIEXLB-04

ATGGGAGCCACGTGCACCGACTGCTTCACCAGCTCCAGGGCTGCGTATTATCCCA
ACTCAGACGAACAAGGAACTGAAACGGGAGCTTGCGGTTTTGGGACATTCGGTG
CAACCATCAACGACGGACATGTATCCGCCGCCTCTGACCTCTACCGCGGCGGLCT
TGGCTGTGGCGCTTGCTACCAGGTGAGATGCAAGGACAGTTACTACTGCTCTGAC
AATGGAACCACAGTTGTGATAACCGACAGCGGGGCAAGTGATCGCACAGATTTC
ATCCTGAGCCGACGAGCATTTGGTCGTATGGCTCAAACCAAGGACGCCGCTGCTC
AGCTCCTGTCCCGTGGCGTGGTAGACATCGAATACCGCCGTGTCTCCTGCAACTA
TCCCAACAAAAATATCTACATAAAGATCGTCGAGAGCAGCAACTACCCTCACTAT
CTAGCCTTTGTCATATGGTATCAACAAGGCCTGAAAGACATATCCATCGTCCAAC
TATGCGAGACTCGAAGCCTGACCTGCAAGCTGTTGGAACGAAGCTACGGGGCGG
TGTGGGCGACGAGCGCTCCCCCGAGCGGGCCTCTTTCGCTACGAATGTTGCTCAG
CAACGGGGAGGAGGACGAGTCGTGGGTGATCCCGACAAATGACATACCTGAGGA
TTGGAAGGCGGGCGACGTATACGACTCCGGCGTTCAAGTGTAG

Nucleotide
>KIEXLB-04

ACCACTTTCACAGGAGGAGGAACTCACAGGTAGGTTCCAAATTCAAGCTCAACA
ACACTTTTCAACCCATTTACCAACACAAACCCACTACCAGAAAAGAAGGCCAGA
GCTCAAATGGGCACAACACTATAAAAAGGATGCACAAGCTCCTTAGCTCCTTAAG
AACTTCTTCTTTCCTCTTAGCAGTTTTACTACGAGCTACATTAAAGAGCTCCAAAT
GGCTTATTCTTCGCGCTCTTTGATCTTCGGGATCACAGTGTTAACATACATTTCTG
CACAGGCTCGGGCGGCCATGGGAGCCACGTGCACCGACTGCTTCACCAGCTCCAG
GGCTGCGTATTATCCCAACTCAGACGAACAAGGAACTGAAAGTGAGCCCTTAATC



ACTTCCCAGCTACCTCTCATGCTGATAAGCAGTAGTTTTTTTTACTTTTGTTTAAGC
GTTTTCGGGCTTAAAGTTGATTTTCTGACTCTGAATTTAAGCGGGAGCTTGCGGTT
TTGGGACATTCGGTGCAACCATCAACGACGGACATGTATCCGCCGCCTCTGACCT
CTACCGCGGCGGCCTTGGCTGTGGCGCTTGCTACCAGGTTTCAAATATAAACTAG
CAATTATCAGTAGAACGCCTTCGGATTTTTTTTTTATATATTTGTAAATAACATTTT
CAGGTGAGATGCAAGGACAGTTACTACTGCTCTGACAATGGAACCACAGTTGTGA
TAACCGACAGCGGGGCAAGTGATCGCACAGATTTCATCCTGAGCCGACGAGCATT
TGGTCGTATGGCTCAAACCAAGGACGCCGCTGCTCAGCTCCTGTCCCGTGGCGTG
GTAGACATCGAATACCGCCGGTAAAACATCTACACCTTCCCCTTCAAACTACTTC
AATCAATCTCTCATTCACATTTAACAGTGACAGTATATGACAATCTTCCAATAAA
ATCAATAATACTTCTTTATAAATTTAAGTACTTAAATGCTCGGATACTAATATCTT
TATGAATATAATTAATATTATACCCGTTTTTAATACTGATAAAAGTGAAAATTGAT
TTATTTTTAACAGTGTCTCCTGCAACTATCCCAACAAAAATATCTACATAAAGATC
GTCGAGAGCAGCAACTACCCTCACTATCTAGCCTTTGTCATATGGTATCAACAAG
GCCTGAAAGACATATCCATCGTCCAACTATGCGAGGTTCGTTTTCTTTTTCTCACA
ATCCATTCGGTATTTTTCTCTTTGACTTTCACACATGTTACTCGCTCCGTCTTGAAA
AATTTTACTTTCTGCCTTTTGAAACGATGATTTGATTAGTTTTTATGATAAATATTA
TAATAACGAGTACTGATATGTTCCACGATAATATTTCTGCATCACAATATTTTATC
ATCTAGAAATTTTACAGCATCTAAATTTGAGGGACAAAGAAAAGAAAACCAAGG
AAGTAACTAATCTATTGGGCAACATCTCTACTAATCTTGTGCTTGTTTGGTGACCA
GACTCGAAGCCTGACCTGCAAGCTGTTGGAACGAAGCTACGGGGCGGTGTGGGL
GACGAGCGCTCCCCCGAGCGGGCCTCTTTCGCTACGAATGTTGCTCAGCAACGGG
GAGGAGGACGAGTCGTGGGTGATCCCGACAAATGACATACCTGAGGATTGGAAG
GCGGGCGACGTATACGACTCCGGCGTTCAAGTGTAGGCTTCTTCAAGGACTAGTT
TCTTTCATATGCCAAGAATATGTCAATTTCCTTTTATAATTTTAGATGATAAAGAA
TTTTTTCCGGCTCTTATGAATCATTTAGTTTGCACCTGACAAGTTTTATCGCGGCA
ATTCAAGGCCTGATCTCCTATCAAACTCTTT






