IDENTIFICATION

Species: Setaria italica

Locus: Seita.1G248900

Gene Model: Seita.1G248900.1.p
Description: SitEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818
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DOMAIN ARCHITECTURE

100 128 150 178 20 25 %0 272
P SRS Wt AT SR ST S AU SO S SN e AN O TR T SN A SN SO SO Tt AT SO ST S R SR SO S T AT SN |

Query seq,

binding site )
Specific hits Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 44-167 4.85¢-66
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Pill from Lolium perenne. 175-251 5.25e-27

MAASSSSSSAASAVLLASLVVCGACLFGSAEASGAAHRVVDPEWHPATATWYGSAE
GDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKSGEGCGACYKVRCLDHNICSRR

AVTVIVTDECPGGVCGGGRTHFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRTAC

RYGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQANSAQWQDMQHIWGA

TWSLTPGPLVGPFSVRLTTLTGKQTLTAQDVIPKNWTPKATYTSRLNFG*

CDS (coding sequence)
>SItEXPB-01

ATGGCCGCCTCCTCGAGCTCTTCTTCCGCCGCCAGCGCCGTGCTCCTCGCGTCGCT
CGTCGTCTGTGGTGCGTGCCTCTTCGGCTCGGCGGAGGCTTCGGGGGCGGCGCAC
AGGGTGGTCGACCCGGAGTGGCACCCGGCCACCGCCACCTGGTACGGCAGCGCC
GAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTGGACGTG
GTGCCGATGAAGGCGCGCGTGGGCGCGGTGAGCCCCGTGCTGTTCAAGTCCGGC
GAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACCACAACATCTGCTCGC
GCCGCGCCGTCACGGTCATCGTCACGGACGAGTGCCCLCGGLGGGGTCTGCGGLG
GCGGACGCACGCACTTCGACCTCAGCGGCGCCGLCGTTCGGLCCGLLTCGLLGTCGL
CGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTGTTCCGCAG
GACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTC
CACCAGCTTCTGGCTCTCCCTCCTGGTCGAGTTCGAGGACGGCGACGGTGACATC
GGATCCATGCAGCTCAAGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCAC
ATCTGGGGGGCCACCTGGAGCCTCACCCCGGGCCCGCTCGTCGGGCLCCTTCTCCG
TGAGGCTGACGACCCTGACCGGCAAGCAGACGCTCACGGCCCAGGACGTCATCC
CCAAGAACTGGACCCCCAAGGCCACCTACACCTCCCGCCTCAACTTCGGGTAG

Nucleotide
>SitEXPB-01

CAGCCATCCAGGCAGCCACCACCCTAGCGCCCCTACCCGTGCATCCCCATTGTCC
CTTCCACGCCATTTGTGCAGAGGGGGCAGCTCTGAGCGCTCTGCGCATCGGGGAC
TGGGGCTTCTCGAAGGCCTAAAAGCGATCCCAGAAAGAGAGGAGCGGGTGGTAG



TACCACCGCGCGGCCATTCCTGCACGAGACAGCAGAGCAGTGTCGGTAGGTGTTC
GCTCGCTGCTGGTCTTTCCCTGGTTGCGCCGCCGTGCTCTGCTCTTCACGTGCGCG
CGCGCCATGGCCGCCTCCTCGAGCTCTTCTTCCGCCGCCAGCGCCGTGCTCCTCGC
GTCGCTCGTCGTCTGTGGTGCGTGCCTCTTCGGCTCGGCGGAGGCTTCGGGGGCG
GCGCACAGGGTGGTCGACCCGGAGTGGCACCCGGCCACCGCCACCTGGTACGGC
AGCGCCGAGGGCGACGGCAGCGACGGTAAGGCCTCGTATGCTCAGCTCAATTCTC
ACGTCTCATTCGTTCTGGGTGGAGGAGTATATGCACTCTATCGATCGATCGGCTA
AGAGTTAACAATGGCGATTGCATTGCACCCCTTCACTGCACTCAAACTCGTCTTC
AGTAAGCATCAAACTCTTAACCATTGGATTCCCAGTAGGTACTGTTTTTCTTTTGC
AAATTGCCAAATTGTTCTTGCCGTTGCAACATTTTGGCGCTATTACCTCGGTGTAT
CCCTCCCTGAGGTCCGATACAGAGAGAAGAACTTTGTCTGCCACCGTAGATTCGA
GACAATTGTCAAGCCAAGAGCCTTTAAGATTCGTGCGTACGATTGTGGCCGGCAA
CGGAGCATGTGGCCACGGCCGTGCTCTACCGTGTCGGGTCCTTAACTCGCCGCTT
TTACTAGGAACCAACGACCGTATCGGGGTATAATCCACCGACACTCCGTTGTATT
TTCCGCCTGGCACAGACAAGTGGGCCAAATGGATGTATTAACCTGCAAGTCAAAA
ATTGCAGCTTGTGCTGTGCTACATCATGTGCGTAGTACAGTGGTCAATGGAGGAG
CTGCAGAGTCCAGGGATGGCTCAGTACTAAACTCACGCTTCTTTTGTTCTTTTCAC
AGCGAGTGTAGCATCAGCGTTGTTTTTACTCTGACCAATGTAGAGTGAACTAGTG
GAAACAGTCATGCATGCAAAGCAAGAAGGGTTGTTATGGGCAGTCAGTTTGGAG
TTTGGTTACTCATCTCTCAACGGAACTGCTGACCTCTCTGCATGCTGTTCCTGTCC
ATACTGGAACCAGTTGCATTTCCCTGCGTCCCCACAAATATCCTGTCGCCGTCTGG
CTAGTGATTGTTAGATCTGAACCACGCAGTAAGCACGTGTCGGTTTTACCTTTTGC
ACCTGTACTTTCTACTTTCTAGGTTGTGTGAAACTGTCATGATAGTAGCTGCGGCT
CTCTAATAATCCCTGTCACCGTGTTGAATATAATGTTGATGAACCCAGGCGGCGC
GTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGC
GGTGAGCCCCGTGCTGTTCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACAAGGTC
CGGTGCCTCGACCACAACATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACGG
ACGAGTGCCCCGGCGGGGTCTGCGGCGGCGGACGCACGCACTTCGACCTCAGCG
GCGCCGCGTTCGGCCGCCTCGCCGTCGCCGGLCGCCGGCGGCCAGCTGCGCAACCG
GGGCGAGATCAACGTCGTGTTCCGCAGGTACGGTGGTGACAATGAGACCATCCA
CTAGTGGTTATGTACGAGTAGGACAGACATGAATGCTGTAAAGAGTAAAAGAAA
CGCTGGCGGCGGTTGCGGTCAACCGTATCCGGCAAACTGCTCAACTGCATGCCTT
GCGTCTGACGTTACTAGAAACGCAGACACTTGAACTCTGTCAAAAAGGGATTCTA
CAGTACCGTGTTTTTCCCGGCAGTGGTACCACAGAGAGTTGACAGAGTTAAAAAT
GTGCTGCTGTCAGACGAAGCACTTCGGGGGTGAGGAGATCATACCTACGTATATA
CTCCTATAAAGAAAATAGCTTACAGTTAGGTGGTCCCGTTCATAGATGTGCACTT
ATTTTAGAATAAATTTTGAACTCTAGAAATTTTGAACTCTTGAAAAAAACAACGG
AGGGAGTATGCGTGTACTCTCTCCGTTCCAAACTGTAGATCATTCCAATTTTTTTG
AGAGTCAAACCATTTTATGTTTGACCAAAATTATAGAGAGGATTACGAAGATTTA
TAGCCCAAATAGATATACTATAAAAATATATTTAATGAAGAATCTAATGGTGCTT
ATTTGGTATCATAAATGTTCGTAGTTTATTGTATAAATTTAGTCAACTTGAGATGA
TTTGACTCTCCAAAAAATTAGAATAACTTACAATTTGAAACGGAAAGATTACCTG
ATGCCTCTGCAGCCCCGCCGCCCGCGGTGGTTGTTTGATCTTGGACGTGCACCAA
GCAGAAATCAATGCGCGCGAGACAGAGTTCGCACTGTCCGTACTCGCTCATGGCG
TGTGTTGGAATGAGTAGCTACAGTTTACGATGAGCGACGACCAGCGTGTTGCGTG
CTTCTGGGGTAACTGGGCGGTGAATACTACTTCAGTACTGACTACTGACGGGTGG
GGCTTACGGGCGTTTGTATGCTTGCAGGACGGCGTGCAGGTACGGGGGCAAGAA




CATCGCCTTCCACGTGAACGAGGGCTCCACCAGCTTCTGGCTCTCCCTCCTGGTCG
AGTTCGAGGACGGCGACGGTGACATCGGATCCATGCAGCTCAAGCAGGTAACAA
CACATCACCGGACCTTTTCTTCACACTTCCCACTTCACACCGCGCACAAGTCGACT
CCATCTCGCCGCCTATGCAATGCTGAATACGAGGGCTCTGCCTCAATAATCCGGT
GGGCAGGGTGTTGGCGATTTGTTTTCCTAGGGACAGCCAGGTGTTCGTGGGCACT
GGCCACTGGGCAGCGCTAGTGCAGCATGTGAGTGGGAACCCTCCTTTTCACATGC
GTGTGTGCTAGGGACACGGGCGATGGTTTTCTGGACGGATGGGCCAGCATGGGCC
GGAGCTAGGCCTTTTCTGTCTGTTTCCCTTTTGTGCTTGCTCGCAAACTTTTCTTTC
ATCAACTTTGTCGTGCATTGGCTATTGTTGGCAGTATAATAATGGGTTCCTTCTAG
AAATCTAGACTCACATAGTCACATGCAGGTTCTCTCAGAGAAAACAACGACACG
GGGGGAGCTAGCTAGTAGAAGGAAACTAGGCTAACTTGGTACAGTTTGGAGCTTT
TGCCGGGCAAGTCTAGCGTGGTATGGCACAAGGCAGTGTTTTGTTACCCCTACGC
TGTAAATAGTAATTTGTACTGGTTCATAGGTAGGCAAAGGGAAAGGTTATGTGCC
TGAAGTGCTTCAGTTGACAGCTACACGTGCTCCAGTTCATTTTGTCAAGAGAATA
ATCTGCTCCTTTCCCCTATAGCCTGCTTCTGCTTGTACAATAATTGCTACAACCTTT
CAACAGTGTCCCTCCATCATGTGGGGAATAAAGATGGAGTTAAACTCGTCTTCCG
GTCTCACACTGTCGAAAGTTCCTGTGGTTTTCTAGAGTGACAGCAATTGCAACTTC
TCTGGATGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCACATCTGGGGGE
CCACCTGGAGCCTCACCCCGGGCCCGCTCGTCGGGCCCTTCTCCGTGAGGCTGAC
GACCCTGACCGGCAAGCAGACGCTCACGGCCCAGGACGTCATCCCCAAGAACTG
GACCCCCAAGGCCACCTACACCTCCCGCCTCAACTTCGGGTAGGTGAAGCCCGCC
GGGCTCGCGTATTCTCAGCCCGCGGTGTAGTTCAATGGGCTTAGATACAGTCATT
TGGAGGCCCATACTGTTCTCGTGTAGTTTGAGCGTGTCGAGCAAGTATTTGGGCC
CAGGTAGCCCTCTCCACCTAAAAAGGGCAGGAGAGAGAGCGTGTGATTGGTTGG
TGTGAGCCGCATGCTTCCTGGAGGCTGGAATGGGAGCTCCGGTGAAGAGCGGCTT
GGATGAACTCATGGTCCTCGGTCTACAATCTACTTATACTTGTTTGTGCGTTTTTT
ATTTACGACTGTTACTATGCCCTTGGTATATTTGGGTTGTAACTTGTGACTTGTGC
ACCGTAAACTATAATCTTATATTGTTCGTTCCTGTTACCTATCAAGGAATGGAGCC
ATATGAAATTATGGAAGTTCACATGATCAACTGTCGCTGTTCACTGTTCACGAAC
TATGTATGTTGCCGTCTGCGCTGCG




