
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006643994 

Gene Model: XP_006643994.1 

Description: ObEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-01 

MAAGTLLLLASLCALLLTASAAQWTPAFATFYGGSDASGTMGGACGYGNLYGAGY

GTRTAALSTALFNNGAACGACFTIACDARRTRWCKPGTSITVTATNFCPPNWALASD

AGGWCNPPRQHFDMSQPAWETIAVYRAGIVPVNYRRVPCQRSGGIRFTVNGHSYFEL

VLVTNVGGSGAVAQMWIKGSATQWMAMSRNWGANWQSNARLDGQALSFRVQSD

DGRVVTASDVAPPGWSFGSTFTSPAAQFF 

CDS (coding sequence) 

>ObEXPA-01 

CAAGCCAGTTCAAGCAAAAGAGAATTGAATTGCACTGCTCGAGCTTGCACTGAG

GCGACAATGGCGGCCGGAACGCTCCTGCTCCTGGCCTCTCTCTGCGCTCTCCTGCT

CACGGCGTCCGCGGCCCAATGGACCCCCGCCTTCGCCACCTTCTACGGCGGCAGC

GACGCGTCGGGCACCATGGGAGGCGCATGCGGGTACGGCAACCTGTACGGCGCC

GGGTACGGGACGCGGACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGGGCG

GCGTGCGGCGCCTGCTTCACGATCGCGTGCGACGCCCGCAGGACGCGGTGGTGCA

AGCCCGGGACGTCGATCACCGTGACGGCGACCAACTTCTGCCCTCCCAACTGGGC

GCTGGCCAGCGACGCCGGCGGGTGGTGCAACCCGCCGCGGCAGCACTTCGACAT

GTCGCAGCCGGCGTGGGAGACGATCGCCGTGTACCGCGCCGGGATCGTCCCGGT

GAACTACCGGCGCGTGCCGTGCCAGCGGAGCGGCGGCATCCGGTTCACCGTGAA

CGGGCACAGCTACTTCGAGCTGGTGCTGGTGACCAACGTCGGCGGCAGCGGCGC

CGTGGCGCAGATGTGGATCAAGGGCTCCGCCACGCAGTGGATGGCGATGAGCCG

CAACTGGGGCGCCAACTGGCAGAGCAACGCGCGCCTCGACGGCCAGGCCCTGTC

GTTCCGGGTCCAGTCCGACGACGGCCGCGTCGTCACGGCGTCCGACGTCGCGCCG

CCCGGCTGGTCCTTCGGCTCCACCTTCACGTCGCCCGCCGCTCAGTTCTTCTGACC

AGCGAGCGCGAGCATCTCATTTAATCTGGACCGTTCGATCTCTTATTATTATTACG

ATTGGAGTGGTTAGGGCCATTTGATCGACGTGGCTTAGGATGGAAGGCCGCCCAC

GAAGAAGCTTGTGTATATCAATCACTATATGTACTGCACTTTTTCTTTTCTTTTTAT

TTATTTATTTATTTACTAGTGTATACTCCAGTACGCACGTATAATTATGTCGTGCC

TATTTGTATAGTTGTATTTGGATTGGCACATGGAAGTATCGTGAGGAGCTCGCGA

TGCAAGAGAAATTTAATTGGTCGCATGGTATGTATCAAACCAAGGAATTGCGAAT

CTTCGTTCGA 

Nucleotide 



>ObEXPA-01 

CATCTAGAATCATGTGAATTTCGGTCTATTGGATTGTGCTTTGCGATTTATGTAAG

CATCAAAATCCCAACCGTCACTCTTCTTTCATCTGCATCATCCCAACGCCAAATGA

GCTCGACCGGTAGTTGCTGCTTCATCGCCGTCCGGGCTCATCCGTGCCGGCGAGG

TCCACCGCCTCGATGGCCACTGGGCCGCACCTCAAAAACTCGAATATTAGGAAAG

AACTTTAATATCAACTAAATAAGTAGAAACGAGAATTTAAAACCAGACTGACTA

ACCCACCACAGGAGCTAGCCAGAATACCTCGATGCCCACTGGGCCGCACCTCCTA

TCGTCATCTCTCTAAACTCATAGAATTCCTCCGTCTCTCCGTCCAAAACCCCGAAA

CCTAGCTGGTCAAGACGTCACCATCTCGCCGGAGCTGGAGGAGAAGTATGCTAGC

ATGAATCATGGTGCGGGTCCAAAGGTGAAGAATTCACTAGAACTAATCCACCATA

AATTCGAACGAAGATTCGCAATTCCTTGGTTTGATACATACCATGCGACCAATTA

AATTTCTCTTGCATCGCGAGCTCCTCACGATACTTCCATGTGCCAATCCAAATACA

ACTATACAAATAGGCACGACATAATTATACGTGCGTACTGGAGTATACACTAGTA

AATAAATAAATAAATAAAAAGAAAAGAAAAAGTGCAGTACATATAGTGATTGAT

ATACACAAGCTTCTTCGTGGGCGGCCTTCCATCCTAAGCCACGTCGATCAAATGG

CCCTAACCACTCCAATCGTAATAATAATAAGAGATCGAACGGTCCAGATTAAATG

AGATGCTCGCGCTCGCTGGTCAGAAGAACTGAGCGGCGGGCGACGTGAAGGTGG

AGCCGAAGGACCAGCCGGGCGGCGCGACGTCGGACGCCGTGACGACGCGGCCGT

CGTCGGACTGGACCCGGAACGACAGGGCCTGGCCGTCGAGGCGCGCGTTGCTCT

GCCAGTTGGCGCCCCAGTTGCGGCTCATCGCCATCCACTGCGTGGCGGAGCCCTT

GATCCACATCTGCGCCACGGCGCCGCTGCCGCCGACGTTGGTCACCAGCACCAGC

TCGAAGTAGCTGTGCCCGTTCACGGTGAACCGGATGCCGCCGCTCCGCTGGCACG

GCACGCGCCGGTAGTTCACCGGGACGATCCCGGCGCGGTACACGGCGATCGTCTC

CCACGCCGGCTGCGACATGTCGAAGTGCTGCCGCGGCGGGTTGCACCACCCGCCG

GCGTCGCTGGCCAGCGCCCAGTTGGGAGGGCAGAAGTTGGTCGCCGTCACGGTG

ATCGACGTCCCGGGCTTGCACCACCGCGTCCTGCGGGCGTCGCACGCGATCGTGA

AGCAGGCGCCGCACGCCGCCCCGTTGTTGAACAGCGCCGTGCTCAGCGCCGCCGT

CCGCGTCCCGTACCCGGCGCCGTACAGGTTGCCGTACCCGCATGCGCCTCCTGAT

CATATCACATGCACGATCCATTAGACTAACTCAATAATTTAACCTTGCAAAAAAG

ATTTAACATCTTGATTAGCTGATCGAACTTGCAGTTGCTTAATCATTACTAACCCA

TGGTGCCCGACGCGTCGCTGCCGCCGTAGAAGGTGGCGAAGGCGGGGGTCCATT

GGGCCGCGGACGCCGTGAGCAGGAGAGCGCAGAGAGAGGCCAGGAGCAGGAGC

GTTCCGGCCGCCATTGTCGCCTCAGTGCAAGCTCGAGCAGTGCAATTCAATTCTCT

TTTGCTTGAACTGGCTTGCTTTTGTGTTCTGCACAAGCACGCATCGCCACACCTCG

GTATATATACTGTCTCTTGGCTGCAGCTTAACTGATGTGCTAACTGATTCGGTTGA

TAACTGCAGGTATTAATAACTTTGTTAATTCCTGAGACTGTTGGTATGTTCAAATG

GAAGATTTGCATGCAGTGAGAAAGCGAATGATTAGAGCCTCTACTTTTTTTTAAT

CTTATAAAGTTCATTTTTTTTCTTGCCTTTGAGTAGGGCTTGATTAGCGTGTAAAT

GGGTTGGCTGATCTTGACTTTTGCGCGCATCTGCACGTTGTGTTCATGATTGGGTG

TCGCTGATTTCGTCAAGAGCAAAACTTGTTCTGCTTAATTAGTTAACCCGATCGAA

CTGGCTAGCTGACTAGCTCCCTGTATTAATTGCTGTGTACTTGACCGTAATGATCG

TGTCGTATACTCATTCCGTTATATATTATAAAATTTTCTAAATTTATTTAGATTAAT

CTATATATCAATGT 




