IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0101s0251

Gene Model: Kaladp0101s0251.1.p
Description: KIEXPA-26

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE

KfEXPA-26
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Legend:
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Query seq.
Superfanilies PLNOOOS0

+ Name Accession Description Interval E-value
[+ PLNOOO50 super family ¢i31535 expansin A. Provisional 1-242 262e-133
SEQUENCES

Peptide

>KFEXPA-26

MGLAAVVCLSLLSWASLAYGSGAGWVAAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTNTAALSTAMFNSGLSCGSCYEIRCVNDRRWCLPGSVVVTATNFCPPNNAGGW
CNPPLHHFDLSQPIFQHIAHY KAGIVPVAY KRVPCRRRGAIRFTINGHSYFNLVLITNV
GGAGDVHAVSIKGSRTQWRPMSRNWGQNWQSNSLLNGQSLSFKITTSDGRTVVSYN
VAPSSWSFGRTYSGSQFH*

CDS (coding sequence)
>KFEXPA-26

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACAATGGGTGGAGCTTGTGGGTATGGAAACCTGTACAGCCAGGGCT
ACGGCACCAACACCGCAGCCTTAAGCACTGCCATGTTCAACAGCGGCTTGAGCTG
CGGATCTTGCTATGAGATCAGGTGTGTGAATGACAGGAGATGGTGTCTTCCTGGC
TCAGTTGTGGTCACCGCCACCAACTTCTGCCCTCCCAACAATGCCGGTGGCTGGT
GCAACCCTCCCCTCCACCACTTCGATCTCTCCCAGCCCATCTTCCAGCACATCGCC
CATTACAAGGCTGGCATTGTCCCAGTAGCCTACAAAAGGGTGCCGTGCAGGAGA
AGGGGAGCGATCAGGTTCACGATCAACGGCCACTCGTACTTCAACCTAGTCCTGA
TCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTCGATCAAGGGCTCAA
GGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAACTGGCAGAGCAACA
GCCTCCTCAACGGCCAGAGCCTGTCGTTCAAGATCACCACGAGTGACGGCCGCAC
TGTTGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGGCCGGACCTACTCCG
GCTCTCAGTTTCACTAA

Nucleotide
>KfEXPA-26

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACAATGGGTATATCACATCAAACTTTTTTTTTTATTTTTCTGTGAAG

TGGGTTCAAGTAGAGGTTTTTCCAACACCCATTTGCCCAAACATCACACTCCCTTT
GCCTAAAGGGACAAATTTTAAGACCCCCATTTGCCCCATCTTCACTTTATTGCTTT
CAAGGAACAGTCTTTGGGACACCACATCATTCAAGGAGTTTCATGTCTGAAGTGT




TATGAATTCATGTGGGAGGTGATTTATGTGTTTCTCACACCAAACAGTTTTGTCTG
TACGAACGGTTCGTCGAAAATTTTTTAATCACATTTCATCATACCAAACATGATTA
AAATTGATCAAATCACATTTATTAGCATGAAACATGATTAAATATCAAATTTTTAT
CTTCCAGTTAAAGATCAATCTTTAAAGATCTATTTTAATCACGTTTCATCCTACCA
AACATGATTAAAAATTTATTTTTTATCACGTTTGAAAGAATAAATATGATACAAG
ATTGATATTTAATCATGTTTAATTCTTCCAAACACGATTAAAGATTTTTTTTAATA
AAAAAATTTAATTAAATAATTTTTTATGTATAATTGTTAAGAAAAAAATAATAAA
ATACATAATTAAAAAATAATCAAATATTTATTAACTTTCAAAAAATTATAATTAA
TATAATATGAAGAAAAGTAGAAAAGATAAAATATGACATGGGTCTACGTACAAA
TATTTGAAAGATTTGTTTTAAGTTGAGAAAAAGATTTGTGAAAAGAAATTTATAG
TAAAACTGCAATGACTCTAATCTACTTTTAGATTTATATGAACGTCGATGCCCTTA
TGACCCCAATCAACTTAAAAGGACAAATCTTTTAGGGCACCCATTTGAATACTTC
TGCAGAGGATAACTTTTGGGATCCACTAGACAACATTTGAAAATTTTTACCAGAA
GTAGTTTAATTTCTGAGACACTCATTTGATGAAGTTCAAACTTATCTGTTGAAGGT
GGAGCTTGTGGGTATGGAAACCTGTACAGCCAGGGCTACGGCACCAACACCGCA
GCCTTAAGCACTGCCATGTTCAACAGCGGCTTGAGCTGCGGATCTTGCTATGAGA
TCAGGTGTGTGAATGACAGGAGATGGTGTCTTCCTGGCTCAGTTGTGGTCACCGC
CACCAACTTCTGCCCTCCCAACAATGCCGGTGGCTGGTGCAACCCTCCCCTCCAC
CACTTCGATCTCTCCCAGCCCATCTTCCAGCACATCGCCCATTACAAGGCTGGCAT
TGTCCCAGTAGCCTACAAAAGGTACCAAGTCCTCATTCATCTTGCAACATGTTTG
ATGTTCAATACGTACTTAAAGAGTCAATTTTGGTTGCATGTCCAATAAGGACCCG
ACAGACGCTTAGTGATTGATTGTAAAAAAATTTTAATTTTTCAACGTTATAAATG
ATTGATCAAATGGCCATGGCAGCACCCGATGAATCCACGTAAATTTTAAGTGATG
AGTAAATAACTTGCATGGTGTTTTCAACTCGGTGCTGTTGTAGGGTGCCGTGCAG
GAGAAGGGGAGCGATCAGGTTCACGATCAACGGCCACTCGTACTTCAACCTAGTC
CTGATCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTCGATCAAGGGC
TCAAGGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAACTGGCAGAGC
AACAGCCTCCTCAACGGCCAGAGCCTGTCGTTCAAGATCACCACGAGTGACGGCC
GCACTGTTGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGGCCGGACCTAC
TCCGGCTCTCAGTTTCACTAA






