
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.002G124400 

Gene Model: Sobic.002G124400.1.p 

Description: SbEXPB-27 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-27 

MDGWRRRVGSWIGAEQRKAAGHSLMGSLSSLSCLLVAARAAAVSLLLAYCAAAAV

NYNTSDAAALQWGNARATWYGQPNGAGPYDNGGACGFKKVNQYPFMAMTSCGN

QPLYRDGKGCGSCYKIRCSSSKHAACSGRTETVVITDMNYTPGVAPYHFDLSGTAFG

KLAKPGRNDELRRAGIIDIQFTRVPCEFPGLKVGFHVEEGSSQVYFAVLVEYENGDGD

VVQVDLMEKGSSRRWTPMRHSWGSIWRLDSNHRLQPPFSIRTRSDSGKTLVARDVIP

LNWRPNTFYRSIVQYSS* 

CDS (coding sequence) 

>SbEXPB-27 

ATGGATGGATGGAGGAGGAGAGTAGGTAGTTGGATCGGAGCAGAGCAAAGAAA

GGCGGCCGGGCATAGTTTAATGGGGTCCCTGTCCTCGCTCTCCTGCCTGCTAGTG

GCGGCAAGGGCCGCCGCCGTCTCCCTCCTGCTGGCCTATTGCGCCGCCGCCGCCG

TGAACTACAACACGAGCGATGCCGCCGCCTTGCAGTGGGGCAACGCCAGGGCCA

CCTGGTACGGCCAGCCCAACGGTGCCGGGCCCTACGACAACGGCGGCGCTTGCG

GGTTCAAGAAGGTGAACCAGTACCCGTTCATGGCCATGACCTCGTGCGGCAACCA

GCCGCTGTACCGCGACGGCAAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCTCC

AGCTCCAAGCACGCCGCCTGCTCCGGCCGCACCGAGACGGTGGTGATCACGGAC

ATGAACTACACCCCGGGCGTGGCGCCCTACCACTTCGACCTCAGCGGCACCGCCT

TCGGCAAGCTGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCGCGCGGGGATCA

TCGACATCCAGTTCACCAGGGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGCTT

CCACGTCGAGGAGGGCTCCAGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACGAG

AACGGAGACGGCGACGTCGTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCCGC

CGGTGGACGCCCATGCGCCACTCCTGGGGATCCATCTGGCGCCTCGACTCCAACC

ACCGCCTGCAGCCGCCCTTCTCCATCCGCACCCGAAGCGACTCCGGCAAGACGCT

CGTCGCACGCGACGTCATCCCACTCAACTGGAGGCCAAACACATTCTACAGATCA

ATCGTCCAGTACTCGTCGTGA 

Nucleotide 

>SbEXPB-27 



TGCGCCGCCAAACCCCAACATGGCAGTGGCAGTGGCAGGCATGTGTGTAGCAAT

GCATGCAATGCAAAAAAACAAACACACCACACTGCTGCATGCCATTGCCTGCCTT

CCTTCCTTTAGCTAGCTTGCATTATATACTGGATGGATGGATGGATGGAGGAGGA

GTATGTATTGTCTAGCTAGTACCTCGATCGAGCCCTTGCGTTTCAATTCAATTCAT

CTCTCCCTTGCTTGGCAGGAGTAGGTAGTTGGATCGGAGCAGAGCAAAGAAAGG

CGGCCGGGCATAGTTTAATGGGGTCCCTGTCCTCGCTCTCCTGCCTGCTAGTGGCG

GCAAGGGCCGCCGCCGTCTCCCTCCTGCTGGCCTATTGCGCCGCCGCCGCCGTGA

ACTACAACACGAGCGATGCCGCCGCCTTGCAGTGGGGCAACGCCAGGGCCACCT

GGTACGGCCAGCCCAACGGTGCCGGGCCCTACGACAACGGTATGTATGTATGTGT

ACTGTCGTATATATTATGATCTGTATGCGTGCATTTGTTGGTTGATTGATGGCTCA

CCGTCACCGGACCGCCATGGCTGCTGCTGCTCCATATATATGCAGGCGGCGCTTG

CGGGTTCAAGAAGGTGAACCAGTACCCGTTCATGGCCATGACCTCGTGCGGCAAC

CAGCCGCTGTACCGCGACGGCAAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCT

CCAGCTCCAAGCACGCCGCCTGCTCCGGCCGCACCGAGACGGTGGTGATCACGG

ACATGAACTACACCCCGGGCGTGGCGCCCTACCACTTCGACCTCAGCGGCACCGC

CTTCGGCAAGCTGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCGCGCGGGGAT

CATCGACATCCAGTTCACCAGGGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGC

TTCCACGTCGAGGAGGGCTCCAGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACG

AGAACGGAGACGGCGACGTCGTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCC

GCCGGTGGACGCCCATGCGCCACTCCTGGGGATCCATCTGGCGCCTCGACTCCAA

CCACCGCCTGCAGCCGCCCTTCTCCATCCGCACCCGAAGCGACTCCGGCAAGACG

CTCGTCGCACGCGACGTCATCCCACTCAACTGGAGGCCAAACACATTCTACAGAT

CAATCGTCCAGTACTCGTCGTGAAACTCATCCATCCATCATTTGGCATTAATTTGC

TGCTCATTCAGTTCATATCTCTCTCTCGAGTCTCGATCGATCGATAACTATGAGTA

TTGATGAGCAATAAGCTGTATTATCTGTCTTACACATATGAATGTACATGTGTCTT

CATTCCATCTTTGTTTCAACATACATAAAAATTAATTTTGATTTGGTAAACTTGAA

AACATAATATTAATTGTACACCCTGTTTATTTGGATTTACTAGCTAAGGTTAGTAT

TGCTAACTACTACTGTATTGTTAGCATCTACTATATACACTGTACTGCTGCTAGTA

ATACCTTATTAGTGCATCTACTGGTGTGGTGGTACGGTACATGATGGAGAGG 


