IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.4G366000

Gene Model: PhHAL.4G366000.1.p
Description: PhhEXPA-12

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
specific hits B | Pollen_allerg_1
superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPA_N cd22274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansing 44173 4.12e-68
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and Plll from Lolium perenne 186-258 1.40e-09

>PhhEXPA-12

MARTSWSSAMVVAAALVMAAAAAQAQVASAYHYQQQPPAFRASDWQDGSATFY
GDDSGLGADFGGACGFGASDILSLYSTYTAALSTPLFSQGNGCGQCYELRCVNSRWC
NPGSPSVTVTGTNLCPPNWYLPSDNGGWCNPPRQHFDMAPPSFYRLAQRVAGIIPVQ
FRRVPCRRPGGVRLCLQGNYYWLLVYVMNVAGGGDVSDLAVKRAGDPDCNYAHA
SHNWGITYQVFGAQGNARGLVVKMTSYSSPQQTIVVDDAIPAGWSTGLCYQGSNNF
Y*

CDS (coding sequence)
>PhhEXPA-12

ATGGCGAGAACTAGTTGGTCGTCGGCGATGGTCGTGGCTGCTGCATTGGTCATGG
CAGCCGCTGCGGCACAAGCACAAGTGGCGAGTGCGTACCATTACCAGCAGCAGC
CGCCCGCCTTCAGGGCGTCGGACTGGCAGGACGGCAGCGCCACCTTCTACGGCGA
CGACTCCGGCCTTGGCGCGGACTTCGGCGGCGCGTGCGGCTTCGGCGCCAGCGAC
ATCCTGTCCCTCTACTCCACGTACACGGCGGCGCTGAGCACGCCGCTCTTCTCGCA
GGGCAACGGGTGCGGGCAGTGCTACGAGCTCCGCTGCGTCAACTCCCGGTGGTGC
AACCCCGGCTCGCCGTCGGTCACCGTCACCGGCACCAACCTCTGCCCGCCCAACT
GGTACCTCCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGCGGCAGCACTTCG
ACATGGCGCCGCCCTCCTTCTACCGCCTCGCGCAGCGGGTCGCGGGAATCATCCC
CGTCCAGTTCCGCCGCGTCCCGTGCCGGAGGCCCGGTGGGGTCAGGCTCTGCCTG
CAGGGGAACTACTACTGGCTGCTCGTCTACGTCATGAACGTCGCCGGCGGLCGGGEG
ACGTCAGCGACCTGGCCGTCAAGCGCGCCGGGGACCCCGACTGCAACTACGCGC
ACGCCAGCCACAACTGGGGGATCACGTACCAGGTCTTCGGCGCGCAGGGGAACG
CGCGGGGGCTCGTCGTCAAGATGACCAGCTACAGCTCGCCGCAGCAGACCATCGT
CGTCGACGATGCCATACCCGCAGGATGGAGCACAGGACTCTGCTACCAGGGATC
AAACAACTTCTATTGA

Nucleotide
>PhhEXPA-12

CACACATCTATATACATCCCCCGATCGGTCAAGAACTAGCCCGCCGGCCGGACGG
CGGCGAGCTTGTAGATCTGTCATGGCGAGAACTAGTTGGTCGTCGGCGATGGTCG



TGGCTGCTGCATTGGTCATGGCAGCCGCTGCGGCACAAGCACAAGTGGCGAGTGC
GTACCATTACCAGCAGCAGCCGCCCGCCTTCAGGGCGTCGGACTGGCAGGACGG
CAGCGCCACCTTCTACGGCGACGACTCCGGCCTTGGCGCGGACTTCGGCGGLGLG
TGCGGCTTCGGCGCCAGCGACATCCTGTCCCTCTACTCCACGTACACGGCGGCGC
TGAGCACGCCGCTCTTCTCGCAGGGCAACGGGTGCGGGCAGTGCTACGAGCTCCG
CTGCGTCAACTCCCGGTGGTGCAACCCCGGCTCGCCGTCGGTCACCGTCACCGGC
ACCAACCTCTGCCCGCCCAACTGGTACCTCCCCAGCGACAACGGCGGCTGGTGCA
ACCCGCCGCGGCAGCACTTCGACATGGCGCCGCCCTCCTTCTACCGCCTCGCGCA
GCGGGTCGCGGGAATCATCCCCGTCCAGTTCCGCCGCGTCCCGTGCCGGAGGCCC
GGTGGGGTCAGGCTCTGCCTGCAGGGGAACTACTACTGGCTGCTCGTCTACGTCA
TGAACGTCGCCGGCGGCGGGGACGTCAGCGACCTGGCCGTCAAGCGCGCCGGGG
ACCCCGACTGCAACTACGCGCACGCCAGCCACAACTGGGGGATCACGTACCAGG
TCTTCGGCGCGCAGGGGAACGCGCGGGGGCTCGTCGTCAAGATGACCAGCTACA
GCTCGCCGCAGCAGACCATCGTCGTCGACGATGCCATACCCGCAGGATGGAGCA
CAGGACTCTGCTACCAGGGATCAAACAACTTCTATTGACGATAGGATCATCATCA
GATCTATATATTCAGACCTGCTGCGTGCTGCTAGCTTTTGGATCTTCATTCGTTGA
TTTTCTTCCTCGTTCTCCTCAACTTCTGCAACTATTATGTATGTATATTTCTCCCTG
TGTGGATCCATTTTATATATGCTCCCTTGAGTTATTTATTTGGGTTTCGTATATTAG
CTAGGATGGATGTCAGTGCTAATCGATCTTCTCCGGATTAAATATGTCAGATGCG
CACGTATGTATGTGTTCTTCTCGTCCTATAAAAATTAAAGATTCCTTTTTCTTTGTT
A






