
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c7_12810V3 

Gene Model: Pp3c7_12810V3.2.p 

Description: PpEXPA-04 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-04 

MQSPGIALGRKRVLSRCTPKMSGLTRVEVTFVMFVATLVIPSVLGMPVGWRDAHITY

YGSPNGGGTQGGACAYQNTFSLGYGAMTAALSSPLFEGGAACGACYQLQCKRVQE

TRTVKNWCWSYSRTITITATNLCPPGSAGAWCDPPRHHFDLTMPAFLTLARREGGVA

PVLYRRVKCVKRGGIRFTIGGNPWFLMILIHNVAGAGDVRAVRIKTPSTDWIPMYRN

WGALWTVQRKLSGPLSFQITAGDRRQITINSAVGNAWKFGQTWEGHNFR* 

CDS (coding sequence) 

>PpEXPA-04 

ATGCAATCGCCCGGCATTGCTCTTGGCAGAAAGAGAGTGCTTTCGAGGTGCACCC

CAAAGATGAGCGGCCTAACTCGTGTGGAGGTCACTTTTGTCATGTTTGTTGCTAC

GCTGGTTATACCGTCGGTGCTTGGAATGCCGGTTGGATGGCGCGATGCGCACATC

ACCTATTACGGGTCACCTAACGGTGGAGGAACACAGGGTGGCGCTTGCGCGTATC

AGAACACATTCTCGCTGGGCTACGGTGCCATGACTGCGGCGTTGAGCTCGCCTTT

GTTTGAGGGTGGAGCGGCTTGTGGGGCTTGCTACCAGCTTCAGTGCAAACGAGTG

CAAGAAACCCGTACTGTGAAGAACTGGTGCTGGAGTTATTCTCGAACCATCACCA

TCACTGCCACTAACCTCTGTCCACCAGGCTCTGCCGGGGCGTGGTGCGACCCTCC

AAGGCACCATTTCGACTTGACAATGCCTGCCTTCCTAACCCTGGCGAGACGTGAA

GGTGGTGTGGCTCCAGTGCTATACAGAAGGGTTAAATGTGTCAAACGCGGTGGA

ATTCGGTTCACCATAGGAGGCAATCCTTGGTTTCTGATGATCCTCATCCACAACGT

CGCTGGCGCAGGCGATGTAAGGGCCGTTAGAATCAAGACCCCGTCCACTGACTG

GATTCCCATGTACCGCAACTGGGGTGCGTTGTGGACAGTACAAAGGAAACTCAGC

GGGCCCCTCTCATTTCAGATCACTGCCGGCGACCGCCGTCAAATCACCATCAACA

GTGCAGTAGGCAATGCATGGAAGTTTGGACAAACCTGGGAGGGCCACAACTTCC

GCTGA 

Nucleotide 

>PpEXPA-04 

GGCACAGATTTCGATACTGTGGCTCCTTCGTCTGCGCAGTCAAGCGTAGCGTTCA

TAACTTCCCTTAGGAGAGAGGTTATCTATCATATATTGAGTTCGGCCAAAACCAC

AAGTATCAGCCTGACTCAGCTGCGTGGCCACTCGTTTCTTGTAAGTGTACCCCATC

TCTTGTAACTGTTGCTTGTCTCGTGACTGTTACAGCAGTGTTGAGGATTCAATCCG



CAACTTCCACCCAGCCCCATGCAATCGCCCGGCATTGCTCTTGGCAGAAAGAGAG

TGCTTTCGAGGTACGTGAGACTGGGCTCATTCAGGTCTGTCAACGAGTTATTAGA

ATGCCAGGACTTTGGTGTGGCTAACTATTGTCACACATTGGGTCGAATCTTAACTT

CGGGAGCAGGAATGCCGTCTTTGGTAGAACTATTTAGAGGATTGGGTCTAAGGAA

TTTGGATGTGAACAATGCACTCAAAAGACTCGTGCGGATCATCTCAAACACAGAC

ATAAATTATCCCCTTTCATTCCATTTGTTGTTCGTAACTGATGTTACATTTTTACGA

TGGCAGGTGCACCCCAAAGATGAGCGGCCTAACTCGTGTGGAGGTCACTTTTGTC

ATGTTTGTTGCTACGCTGGTTATACCGTCGGTGCTTGGAATGCCGGTTGGATGGCG

CGATGCGCACATCACCTATTACGGGTCACCTAACGGTGGAGGAACACAGGGTGG

CGCTTGCGCGTATCAGAACACATTCTCGCTGGGCTACGGTGCCATGACTGCGGCG

TTGAGCTCGCCTTTGTTTGAGGGTGGAGCGGCTTGTGGGGCTTGCTACCAGCTTCA

GTGCAAACGAGTGCAAGAAACCCGTACTGTGAAGAACTGGTGCTGGAGTTATTCT

CGAACCATCACCATCACTGCCACTAACCTCTGTCCACCAGGCTCTGCCGGGGCGT

GGTGCGACCCTCCAAGGCACCATTTCGACTTGACAATGCCTGCCTTCCTAACCCT

GGCGAGACGTGAAGGTGGTGTGGCTCCAGTGCTATACAGAAGGTACATTACCGC

GCTTTTGCCAATCTATGGTGTTGGTCTGGTGCAGAATCTTAGAATTTTGTGCACAT

ACGCATTTGGTACAATATTTGAAACTTGAATCAACCTTACTTCCAAGAAATAGCT

AAATACAGTCTGTGGGTGCAGGGTTAAATGTGTCAAACGCGGTGGAATTCGGTTC

ACCATAGGAGGCAATCCTTGGTTTCTGATGATCCTCATCCACAACGTCGCTGGCG

CAGGCGATGTAAGGGCCGTTAGAATCAAGACCCCGTCCACTGACTGGATTCCCAT

GTACCGCAACTGGGGTGCGTTGTGGACAGTACAAAGGAAACTCAGCGGGCCCCT

CTCATTTCAGATCACTGCCGGCGACCGCCGTCAAATCACCATCAACAGTGCAGTA

GGCAATGCATGGAAGTTTGGACAAACCTGGGAGGGCCACAACTTCCGCTGATATC

AACCTGATGCTAGGAATTTCTCATGGGCTTGTGACAGTGCTTACAGGAGCGGTCC

ACCCAGACGATCGAAAATCGTCCCGTTTAGTGAAACTTGATTTCGTATCAGTTCC

ACGCTGACGCTGGGATTATACTGCCTTTGAAATACGGTAGTTTGTGTGAAGTAGG

TACATTTTAGTTGAAGATGGATGAGCAGTGCTGATCAAATGTCTGCCGCCATTCA

CTGGATACGAACTTGTTCTGCTCATTGCTCATGTGATGCGGTTGTCGTATGTTTAG

AAGCAGTAAAGCAGTCGTAAATAAAGTCAT 


