
IDENTIFICATION 

Species: Solanum tuberosum 

Locus: PGSC0003DMP400031910 

Gene Model: PGSC0003DMP400031910 

Description: StEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Stuberosum_v4_03  

KEGG: https://www.genome.jp/entry/T02981  
EXTERNAL RESOURCES 

http://spuddb.uga.edu/ 

 

https://phytozome-next.jgi.doe.gov/info/Stuberosum_v4_03
https://www.genome.jp/entry/T02981
http://spuddb.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>StEXPB-05 

METHSQNFSFTKFYSVVAVVVIFWPFMASAGPLRRVVDTHWYPATATWYGSPEGDG

STGGACGYGSMVDVKPFRARVGAVSPILFKNGEGCGACYKVKCLDSSVCSRRAATV

IITDECPGGYCSGGRVHFDLSGAAFGHMAVSGYGGSLRDRGVISILYRRTLCKYPGKN

IAFHVNEGSTPYWLSLLVEFEDGDGDVGSMHIREARSNQWIEMSHLWGANWAIIGGP

MQGPFSVKLTTLSTGRALSARDVIPGNWSPKATYTSRLNF* 

CDS (coding sequence) 

>StEXPB-05 

ATGGAAACTCACTCCCAAAATTTCAGTTTCACTAAGTTTTACTCTGTAGTAGCTGT

AGTTGTAATTTTTTGGCCGTTCATGGCTTCCGCCGGCCCCCTCCGTCGTGTTGTCG

ACACACATTGGTACCCTGCTACTGCCACGTGGTATGGTAGCCCCGAAGGCGACGG

CAGTACTGGTGGGGCATGTGGGTATGGGTCAATGGTGGATGTGAAACCGTTCAGG

GCCAGAGTAGGAGCAGTGAGTCCGATTTTGTTCAAAAATGGTGAAGGATGTGGG

GCCTGCTATAAAGTGAAGTGTTTGGACAGTTCCGTTTGTTCGAGAAGAGCAGCGA

CGGTGATTATTACCGATGAATGTCCCGGCGGGTACTGCTCCGGCGGAAGAGTTCA

CTTTGATCTTAGTGGCGCCGCCTTTGGCCATATGGCTGTTTCAGGTTACGGCGGAA

GCCTCCGTGACCGGGGTGTAATCTCCATCCTCTACCGCCGAACTCTATGTAAGTA

CCCTGGAAAGAACATAGCTTTCCATGTAAATGAAGGCTCAACACCTTACTGGCTC

TCTCTTCTTGTTGAATTTGAAGATGGAGATGGTGATGTTGGATCCATGCATATCAG

AGAGGCAAGGTCGAATCAATGGATAGAGATGTCACATTTATGGGGAGCAAATTG

GGCCATAATTGGAGGGCCAATGCAAGGACCATTTTCAGTGAAGTTAACAACACTC

TCAACAGGAAGAGCCCTTTCAGCAAGAGATGTTATCCCAGGCAATTGGTCACCTA

AAGCTACTTACACCTCGCGGCTTAACTTCTAA 

Nucleotide 

>StEXPB-05 

ATGGAAACTCACTCCCAAAATTTCAGTTTCACTAAGTTTTACTCTGTAGTAGCTGT

AGTTGTAATTTTTTGGCCGTTCATGGCTTCCGCCGGCCCCCTCCGTCGTGTTGTCG

ACACACATTGGTACCCTGCTACTGCCACGTGGTATGGTAGCCCCGAAGGCGACGG



CAGTACTGGTACGTAACTTCCCAATTTTAACCAACATTGATAAATTTTAGGGTTAA

ATGGCTTGATTTGATGTAAATGGAATTTCATTGTAGTTTCGAACCCTCACCAATAA

AATGTAGGTTTTGCGCTCTAGCAACTGAGCTATTAAAAATTGTAGGGTTTTTGTTT

TGGATAAAGTAAAGCTGTTTTTGTTTTTTTAAATGGTGGAATTTATGTTCAGGTGG

GGCATGTGGGTATGGGTCAATGGTGGATGTGAAACCGTTCAGGGCCAGAGTAGG

AGCAGTGAGTCCGATTTTGTTCAAAAATGGTGAAGGATGTGGGGCCTGCTATAAA

GTGAAGTGTTTGGACAGTTCCGTTTGTTCGAGAAGAGCAGCGACGGTGATTATTA

CCGATGAATGTCCCGGCGGGTACTGCTCCGGCGGAAGAGTTCACTTTGATCTTAG

TGGCGCCGCCTTTGGCCATATGGCTGTTTCAGGTTACGGCGGAAGCCTCCGTGAC

CGGGGTGTAATCTCCATCCTCTACCGCCGGTGAGTCATTAAACTGAAGAAAAAAA

ATTGTCATTTTTTATTGTTGTTATAACGGGCTTGTTTTTTTTTTTTTTTTCTATTTTG

TCCATTAGTGTTTAGTGGTTTGTGTTGTATTATTACTCGTGTCTCAAAATACTGGT

CACATTTCACTTTATTTTTATCGAGTCTAAGTTAAATGAAGTTAATATTAAGATGA

AGTGTTTTTTTTAAAAATTGGCTCTTGAAAAACAAATTGTGATAACTATTTTGGGA

TGGAGGAGTAAGCCATAAAGTGTTTGACATGGCAGTGTGCTACTCCCTCCGTCCC

TATTTACTTGTCCATATTTCCTTTTTTAGTTGTCCCTATTTAGTTGTCCATTTTGAC

AAATCAAGAAAGGACAACAAATTTTTTCCTATTATACCCTTATTTACACTTTTTGA

AAATTGTAAAAGTGTATGTTGTTTCCCTCCAATTTATTTCACTTGAATTCAAATAA

GTGGTTGTAATTTTGAAGTGAAAAGTTGTCATAAGGGTAAAATTGTAACTTCACT

GTGCTAATCATTGTTGCCTTAATCTGTGTGCCATTTCTAAAGTGGACAACTAAAAA

GGGACGGAGGGAGTACTTGCTTTTTTTTATTTATTATGTAATAAGGCTAATCATAT

AATGATGAAAAAATGGAGGGAACATTGTTGCCTNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACACTTCTTG

AAAATTTCTAAAAGTGTATGTTGTTTCCCTCCAATTTATTTCACTTGAATTCAAAT

AAGTGGTTGTAATTTTGAAGTGAAAAGTTGTCATAAGGATAAAATTGTAACTTCA

CTGTGCTAATCATTGTTGCCTTAATCTGTGTGCCATTTCTAAAGTGGACAACTAAA

AAGGGACGGAGGGAGTATTTTTGTTGACAATGACACCCTCAGTTCAGTGACTATG

TTGGGGTTATTTCTGTCAATTTTTTTGTCATTTGATGACGATACAGTTTAGTATGAT

TAAACATTGCTTTAATAATTTGCCCATATTCACAGTTTCACACACAGGGAAAAGT

GAATTATTTTCTGTTTTCTGGTGTATTGTTTCTACTTATTTTTATCCTTTTTGGTCAA

AAACTTCACTGCTCTTTTCTTGGTTTGCATGAATTTAAGTCTGACTGCTGACCCCA

CTTCTCCTCTGACCATATTTATTTCTCTATTATGTGGTGTCTGGCTAGCTTGTTCGC

ACCATGATTAATCCAATAAAGGGTTTATTATCTCTCACTCGTATAAATATTAGATA

ACTTTATTCATTAAAACTCGAACAGATGGAAAGATTATTTAATATTTGTTTATTGA

ATCTATGATTTTCAATTATGTTATTGACTATTACATTACACTCATAGTGCAATTTT

GTGGTTTGTAGAACTCTATGTAAGTACCCTGGAAAGAACATAGCTTTCCATGTAA

ATGAAGGCTCAACACCTTACTGGCTCTCTCTTCTTGTTGAATTTGAAGATGGAGAT

GGTGATGTTGGATCCATGCATATCAGAGAGGTACAAATATCTTTAATCACTAAGC

TTTTGTTTACTGTTTTTTTTACACTGTCATGTCAAGATTATTGCGATATCTCTGATA

TAACTAACATGTTGCTTGGATCATTCAAAAATATTGTCGTACAGTCACTTTTGGAG

GATCTGACACACACAATAATATCTTTAAAGATTCCTAGCAATAGATTATACAACT

TAACTTTTTATTTGAACAGTCAAACTGAAGAATGAAAGTTTGTTAGATTCATAAT



GATTTTTGTGAATATTGCACTTTTAGTCAAAAGAAGCTTTCAAGTATTACTATTAT

AAAGGATTAGAAAACATGTTATGGTCACTCTACACTTTCACTAATATCAAAAAAA

TGAGCTTTAAGATTAAAAAGCTCTGTTTTAGAAGAGTCTTTACAATTTACAAGAA

TTGAAAACTTATTAGTATTATTAAAACAAATCCGAATATATTTGAGGCTTTAAGA

ATCACATGGTGCCAACAGACAAAAGCTAAATCTTTGTTTGACATTATGAAAGATT

CATTTGTCCTACTTTGATACTCTCTCTCTGTCACAATCACACCATTGTTTTACCAAA

GAATATATGGTGTAACTTCTTCTTTTTTGAGTATTAAAAGTTAAACTCCATCTTGG

CATGTTTATCCAAAGTAACATTATGCACTTTATATCACTTTTGTTACATGCTTTTCC

TTTTTTATCACTGTTGTTCAATAGTGAAAAAAGTTGCCTTAAAGAAGTACATAGC

AAAAAAGTGTCCTTTTTTCCTCATTTTTTTATTTATTGAGGGTGTGTTTTATACGGA

ATCTTTTTTATGTTTGGTTGGTCAAAACGTTTTGGACAACATGGAAAAACAAGTTC

CTTAAAAATCAAGAATAACTTTTCCGGTAGGAGTAGGAAAATCAAGTTTCATAAA

TAGCATTTCAAGCTCATTGTCTCTTCCCCATCCCCAACGCCCTCCACCCCTACCCT

GGACACCTCGTGACCACCCTACCCCACCCCTATAGAGTTTTTCTAGATTTTAATAT

GTTGTTGAGACGCTCTCTTCTTGCTTACTTACCAAACACCAAAAGTATTAGACAA

ACAAGAATTACTATAGAGATTCTTAACAATTGCTGAATATTTCAGGCAAGGTCGA

ATCAATGGATAGAGATGTCACATTTATGGGGAGCAAATTGGGCCATAATTGGAG

GGCCAATGCAAGGACCATTTTCAGTGAAGTTAACAACACTCTCAACAGGAAGAG

CCCTTTCAGCAAGAGATGTTATCCCAGGCAATTGGTCACCTAAAGCTACTTACAC

CTCGCGGCTTAACTTCTAA 




