IDENTIFICATION

Species: Setaria italica

Locus: Seita.6G040200

Gene Model: Seita.6G040200.1.p
Description: SitEXPB-10
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818

GENE STRUCTURE

SItEXPB-10
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DOMAIN ARCHITECTURE

100 125 150 175 200 25 250 270
PO S S T W S T ST S S A SR T TR AN T SO S S A SN T SO SNt A ST SO ST S AT S SN S S AU S S |

Query seq,

binding site ) 1i
specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 45-165 4.36e-73
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIil from Lolium perenne. 175-250 5.66e-34

MGSLMPNVVVVVAAVAAAVLAVHVAGVSCWAPPGPNITTDYNGRWLPARATWYG
QPTGAGPDDNGGACGIKDVNLPPYAAMTSCGNLPLFKDGKGCGSCYEIKCKVPECSI
QPVRVFITDMNYGPVAPYYFDLSGTAFGSMAKPGLNDQLRRRGIIDLDFRRVPCKYV
AGQRIVFHVEEGSNPFYLAVLVKFVAVDGSIVQMDLKDQASPEWQPMRHSWGAVW
RSDTPRPLKGPFSIRLTSESGKTLVATDVIPEKWQPNTVYNSNIQF*

CDS (coding sequence)
>SItEXPB-10

ATGGGATCCCTGATGCCCAACGTCGTCGTCGTCGTCGCCGCCGTTGCCGCCGLCCG
TCCTGGCGGTGCACGTGGCCGGCGTGTCGTGCTGGGCGCCGCCGGGCCCCAACAT
CACGACGGACTACAACGGCAGGTGGCTCCCTGCGAGGGCCACCTGGTACGGCCA
GCCCACCGGCGCCGGGCCCGACGACAACGGCGGCGLCGTGCGGGATCAAGGACGT
GAACCTGCCGCCCTACGCCGCCATGACGTCCTGCGGCAACCTCCCGCTCTTCAAG
GACGGCAAGGGCTGCGGCTCCTGCTACGAGATCAAATGCAAGGTGCCTGAGTGC
TCGATCCAGCCGGTGAGGGTGTTCATCACCGACATGAACTACGGCLCCCGTCGLCCC
CCTACTACTTCGACCTCAGCGGCACCGCGTTCGGCTCCATGGCCAAGCCCGGCCT
CAACGACCAGCTCCGCCGCCGCGGCATCATCGACCTCGACTTCAGGAGGGTGCCG
TGCAAGTACGTGGCCGGGCAGAGAATCGTGTTCCACGTGGAGGAAGGGTCGAAC
CCGTTCTACCTGGCGGTGCTGGTGAAGTTCGTGGCGGTGGATGGCAGCATCGTGC
AGATGGACCTCAAGGACCAGGCGTCGCCGGAGTGGCAGCCGATGAGGCACTCCT
GGGGCGCTGTCTGGAGGTCCGACACGCCCAGGCCGCTCAAGGGCCCCTTCTCCAT
TCGCCTCACCAGCGAGTCCGGCAAGACGCTCGTCGCCACCGACGTCATCCCAGAG
AAGTGGCAGCCCAACACCGTCTACAACTCCAACATCCAGTTCTAG

Nucleotide
>SitEXPB-10

ATGGGATCCCTGATGCCCAACGTCGTCGTCGTCGTCGCCGCCGTTGCCGCCGCCG
TCCTGGCGGTGCACGTGGCCGGCGTGTCGTGCTGGGCGCCGCCGGGCCCCAACAT
CACGACGGACTACAACGGCAGGTGGCTCCCTGCGAGGGCCACCTGGTACGGCCA



GCCCACCGGCGCCGGGCCCGACGACAACGGCGGCGLCGTGCGGGATCAAGGACGT
GAACCTGCCGCCCTACGCCGCCATGACGTCCTGCGGCAACCTCCCGCTCTTCAAG
GACGGCAAGGGCTGCGGCTCCTGCTACGAGATCAAATGCAAGGTGCCTGAGTGC
TCGATCCAGCCGGTGAGGGTGTTCATCACCGACATGAACTACGGCCCCGTCGCCC
CCTACTACTTCGACCTCAGCGGCACCGCGTTCGGCTCCATGGCCAAGCCCGGCCT
CAACGACCAGCTCCGCCGCCGCGGCATCATCGACCTCGACTTCAGGAGGTCCGAT
CCGATCCATCATTATTAATTGCTCACCAGTCACCACCAACAATGCCATGGATTAC
ATACCATGAACTGCCTGCTGCATAATGCAGGGTGCCGTGCAAGTACGTGGCCGGG
CAGAGAATCGTGTTCCACGTGGAGGAAGGGTCGAACCCGTTCTACCTGGCGGTGC
TGGTGAAGTTCGTGGCGGTGGATGGCAGCATCGTGCAGATGGACCTCAAGGACC
AGGCGTCGCCGGAGTGGCAGCCGATGAGGCACTCCTGGGGCGCTGTCTGGAGGT
CCGACACGCCCAGGCCGCTCAAGGGCCCCTTCTCCATTCGCCTCACCAGCGAGTC
CGGCAAGACGCTCGTCGCCACCGACGTCATCCCAGAGAAGTGGCAGCCCAACAC
CGTCTACAACTCCAACATCCAGTTCTAG



