IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.5G111300

Gene Model: PhAHAL.5G111300.1.p
Description: PhhEXPA-13

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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PLN00133
+ Name Accession Description Interval E-value
[+ PLN00193 super family 33423 expansin-A; Provisional 1-250 5.32e-125
SEQUENCES

Peptide

>PhhEXPA-13

MATANVFFLLLCSTFCFLARRAAGDYGGWQSAHATFYGGGDASGTMGGACGYGNL
YSTGYGTNTAALSTALFNDGASCGQCFELRCDNAGQSCLPGTITVTATNFCPPNYGLP
SDDGGWCNPPRPHFDMAEPAFLQIAQYRAGIVPVAYRRVPCVKKGGIRFTINGHSYF
NLVLVTNVAGAGDVQSVSIKGSSTGWQAMSRNWGQNWQSNSLLDGQALSFKVTAS
DGRCVTSNNAAPAGWQFGQTFEGGQF*

CDS (coding sequence)
>PhhEXPA-13

ATGGCGACCGCCAATGTCTTCTTCCTCCTGCTCTGCTCGACCTTCTGCTTCCTCGC
CCGCCGGGCTGCCGGCGACTACGGCGGGTGGCAGAGCGCCCACGCCACGTTCTA
CGGCGGCGGCGACGCGTCCGGCACAATGGGCGGGGCGTGCGGGTACGGGAACCT
GTACAGCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACAGCGCTGTTCAA
CGACGGCGCCTCGTGCGGGCAGTGCTTCGAGCTCCGGTGCGACAACGCGGGGCA
GTCGTGCCTGCCGGGCACCATCACCGTGACGGCCACCAACTTCTGCCCGCCCAAC
TACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAACCCGCCGCGCCCGCLACTTCG
ACATGGCCGAGCCGGCCTTCCTCCAGATCGCGCAGTACCGCGCCGGCATCGTGCC
CGTCGCGTACAGGAGGGTGCCGTGCGTGAAGAAGGGCGGGATCCGGTTCACCAT
CAACGGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGCCGGLCGLLCGGL
GACGTGCAGTCCGTGTCCATCAAGGGCTCCTCCACCGGGTGGCAGGCCATGTCCC
GCAACTGGGGCCAGAACTGGCAGAGCAACTCGCTGCTCGACGGCCAGGCCCTCT
CCTTCAAGGTCACCGCCAGCGACGGCCGCTGCGTCACCAGCAACAACGLCCGLCGCC
GGCCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGCCAGTTCTAG

Nucleotide
>PhhEXPA-13

GCCGCTCCGCCCAGTCGTCCCCCCACCACCTCCCTGGCCTCTATCTCTTTTGTCTC
GGTTTCCCCTGGCCCTCCACGAAAGTTGCTAACGATTCCAACTGCCGGGAGCACT
GGCCGTTGGTTGGGTTGGGCCTATAAGTAGCTGGCCTCGGCGCGCCGCTCCCTTC
ACAGCCAAGCAACTCTCGATCCCTAATCAGCAGCTCGAGCTCGCTTTAGCTCGAG
AAGCAGTGTGTGTGTGCTGCAATGGCGACCGCCAATGTCTTCTTCCTCCTGCTCTG
CTCGACCTTCTGCTTCCTCGCCCGCCGGGCTGCCGGCGACTACGGCGGGTGGCAG



AGCGCCCACGCCACGTTCTACGGCGGCGGCGACGCGTCCGGCACAATGGGTGAG
TCGGTTGGTCGAGCTGCGTTGTTAGAACAAGCAGAGACTCATCATCGTCGTTCGT
ACCTAGGCCGGCGGCGCCGTTGAACTGACACTGATTGGAATTTGCAGGCGGGGC
GTGCGGGTACGGGAACCTGTACAGCACCGGGTACGGCACCAACACGGCGGLGCT
GAGCACAGCGCTGTTCAACGACGGCGCCTCGTGCGGGCAGTGCTTCGAGCTCCGG
TGCGACAACGCGGGGCAGTCGTGCCTGCCGGGCACCATCACCGTGACGGCCACC
AACTTCTGCCCGCCCAACTACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAACC
CGCCGCGCCCGCACTTCGACATGGCCGAGCCGGCCTTCCTCCAGATCGCGCAGTA
CCGCGCCGGCATCGTGCCCGTCGCGTACAGGAGGTACGTGGGTCCAGACTTACTA
GCTTCTTCTTGTGCGCCCCGTGCGGGTGTCGGTTAAGTTCTTCGGACCAGCAAACG
GATCGAGCCTGGGCCTCACGCCCTCACCACGGCCGGCTTGCATGCCATGTTACGT
GGGCCATGTTACAATTTGATTGTGATTTCTGCAAGTTGCAAGCATCGCACTCGATC
GGCGACAGCAACGCTTCGCCTCTCATGTCATGCCGTGTCGTGTCCTGGATGAACC
TTTTTTTTTATGAACTGGATAACTTTTTCACTGCAGTTTTTTTTACTGATCGATACC
TCTGGCGCGCTGCTGCAGGGTGCCGTGCGTGAAGAAGGGCGGGATCCGGTTCACC
ATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGCCGGLCGLCG
GCGACGTGCAGTCCGTGTCCATCAAGGGCTCCTCCACCGGGTGGCAGGCCATGTC
CCGCAACTGGGGCCAGAACTGGCAGAGCAACTCGCTGCTCGACGGCCAGGCCCT
CTCCTTCAAGGTCACCGCCAGCGACGGCCGCTGCGTCACCAGCAACAACGLCCGCG
CCGGCCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGCCAGTTCTAGCCGGGCC
GGCCCCGCGCCGCCGCTCGACGACGAGGATCCATCGGTCTGCGTTGCGTTCGGGEG
AAGGAAACCGGCCGGCCTCTTCGCCGTAGTAAAGAAGAGAGCCCGCCGGCCATT
CTGAGGCTGCTTAATTATCATTAGCACCCGCTTAGGCCTTTCCTTCTCCGACGATG
GCGACGATGATGATAGGATTAAGTTATTTTTCTGCACCAGTGATTGTGTAGCCTTG
GGTTAAGCTAAGGACTATTAAAAAAAAAGAAAACCCTGCAGGGCCGATTATTGT
AGGGCTAGCTGCAGGGGAGTGTGTGGTGTTCGTGTAACTTTTGTTGTTACATGGG
TGGGAGATGTTTGTTGGGGATCGATGGTAGGCACCTTTGGGACCGTGACCAATGC
TTGTTTATGGCCGGTCTGTACGTGCAGTATATATGGTGTGCTTTGTGCTTTGTTGA
TCATCTTCAGTTGTCTTTTTTTTTTTGTCGTCGATCTGTCGCCGCCTTATCAACTTG
CGATGGCGACGTGTGCGGTGTGGTGAGTAGTCGATTGAAGAAG






