
IDENTIFICATION 

Species: Prunus persica 

Locus: Prupe.2G136500 

Gene Model: Prupe.2G136500.1.p 

Description: PrpEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1  

KEGG: https://www.genome.jp/entry/gn:T03092  

EXTERNAL RESOURCES 

https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1  

 

https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1
https://www.genome.jp/entry/gn:T03092
https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PrpEXPB-01 

MALVLQPSLSMFTLVTLFSILLNLNPSSCFNPKLFSVSRLQSDSDWAAAGATWYGNP

DGAGTDGGACGYGNAVENSPFSKMVSAGGPSLFKSGKGCGACYQVKCTTNAACSG

NSATVVITDECPGCTSESVHFDLSGTAFGAMAVSGQEGQLRNAGVLQIQYKRVDCN

YPGVTLIFRVDSGSNPNYFATLIEYEDGAGDLTEVHLKQSGGDSDSWLLMQESWGA

VWKLDSGSALQAPFSIRLTASNGQALVANNVIPAGWQAGQTYRSLVNF* 

CDS (coding sequence) 

>PrpEXPB-01 

ATGGCTCTTGTTCTTCAACCTTCATTGTCCATGTTTACTCTTGTAACCTTGTTTTCT

ATTCTTCTGAACCTAAACCCTAGCTCATGCTTCAACCCAAAACTCTTCAGTGTGTC

AAGGCTTCAGTCTGACTCTGACTGGGCGGCAGCCGGTGCAACTTGGTATGGAAAC

CCCGACGGTGCTGGGACTGATGGGGGTGCTTGTGGTTATGGCAATGCTGTAGAAA

ACTCTCCATTCTCTAAAATGGTGTCTGCTGGAGGCCCTTCTTTATTCAAATCAGGC

AAAGGATGTGGAGCTTGTTATCAGGTGAAGTGCACGACGAATGCTGCATGCTCAG

GGAACTCGGCGACTGTCGTTATAACCGATGAGTGCCCCGGATGTACTTCAGAGTC

GGTTCACTTTGATTTGAGCGGCACTGCGTTTGGAGCCATGGCAGTTTCCGGCCAG

GAGGGACAACTACGGAATGCTGGAGTCCTGCAGATTCAATATAAAAGAGTGGAC

TGCAACTATCCTGGAGTGACCCTCATCTTTCGTGTCGACTCGGGTTCAAACCCTAA

CTATTTTGCTACCCTAATCGAGTATGAAGATGGAGCAGGTGACCTAACTGAAGTT

CATCTCAAGCAAAGTGGTGGAGACTCGGACTCATGGCTTCTCATGCAGGAATCTT

GGGGTGCTGTTTGGAAACTTGACTCAGGCTCAGCATTGCAAGCCCCATTCTCTATT

AGGCTCACTGCAAGCAACGGCCAAGCCCTTGTAGCAAACAATGTCATTCCGGCTG

GTTGGCAAGCCGGCCAGACTTATCGATCCCTTGTAAACTTTTAA 

Nucleotide 

>PrpEXPB-01 

AGCCAAGACTTCAATTGCCCCTGGTTTACTAGACTCATTAAGTAAGCAGATAATG

GCTCTTGTTCTTCAACCTTCATTGTCCATGTTTACTCTTGTAACCTTGTTTTCTATT

CTTCTGAACCTAAACCCTAGCTCATGCTTCAACCCAAAACTCTTCAGTGTGTCAAG



GCTTCAGTCTGACTCTGACTGGGCGGCAGCCGGTGCAACTTGGTATGGAAACCCC

GACGGTGCTGGGACTGATGGTAAAGGATATATATATATAGAAAAATGATTTTGGT

TATTTATATTCATATTAAAATACGTGACTTTTGTCTCATGATTTGAGGTTTTATATT

AGAAATATACATTTTAATTATTGATCTTGTGTTTAGGGGGTGCTTGTGGTTATGGC

AATGCTGTAGAAAACTCTCCATTCTCTAAAATGGTGTCTGCTGGAGGCCCTTCTTT

ATTCAAATCAGGCAAAGGATGTGGAGCTTGTTATCAGGTCAAACATATGTAGCGG

CTTATGTATATGGATGTGACACAAATATTGAAAATTAATTTATGTGCTTATACAA

AATAATTTCAATTTCAATTTCAATTTTAAGAATTTATTACGAAGCTGAAATTAATA

GCACAAATTTCAGGTGAAGTGCACGACGAATGCTGCATGCTCAGGGAACTCGGC

GACTGTCGTTATAACCGATGAGTGCCCCGGATGTACTTCAGAGTCGGTTCACTTT

GATTTGAGCGGCACTGCGTTTGGAGCCATGGCAGTTTCCGGCCAGGAGGGACAAC

TACGGAATGCTGGAGTCCTGCAGATTCAATATAAAAGGTAAAATAAAAAAATAA

TATGTATAAAAGAAAGCTGAATCTCCTATACCGTCTTCTATGGTCAATCTTCTTCC

GTTTTAATTTCAATTACCTAGAAGAATATTCTTTTACCAAATAGTCTGACACGTCA

TTCAAAAGTCAATTTGAACTATGAATTACATGGATACCATTTAAATATATGATTTG

AATCTACAATTTATTGTAACGCAACGTGTCAGACTTGCAAAATGATATTACCCCT

ATTCTTAATATATGTACAGAGTGGACTGCAACTATCCTGGAGTGACCCTCATCTTT

CGTGTCGACTCGGGTTCAAACCCTAACTATTTTGCTACCCTAATCGAGTATGAAG

ATGGAGCAGGTGACCTAACTGAAGTTCATCTCAAGCAAAGTGGTGGAGACTCGG

ACTCATGGCTTCTCATGCAGGAATCTTGGGGTGCTGTTTGGAAACTTGACTCAGG

CTCAGCATTGCAAGCCCCATTCTCTATTAGGCTCACTGCAAGCAACGGCCAAGCC

CTTGTAGCAAACAATGTCATTCCGGCTGGTTGGCAAGCCGGCCAGACTTATCGAT

CCCTTGTAAACTTTTAATCCTAATAAAATCTGGGATATTGTACTGGTTTGATGATT

TAATAAATAAGATTAATTAGTTGCCAGTAGTCAACTTAATTATTGATCGTCACTG

AAGTCGGTTTGTCTTTATGAAGAAATTCCGTAAGCTGC 


