IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.5G414300

Gene Model: Pahal.5G414300.1.p
Description: PhEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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DOMAIN ARCHITECTURE
Query sea, H--I-—-—-I-—--I—--I——-I-_-I---I-—--I-—--I--H

Superfanilie: PLNOOOS0O

Name A ccession Description Interval E-value
l+| PLNO0050 super family cl31535 expansin A Provisional 1-245 4.30e-12C

SEQUENCES
Peptide
>PhEXPA-15

MESLGLLVLAIAAVLKLAGADSGWNGGRATFYGGNDASGTMGGACGYGNLYSTGY
GTNTAALSTALFNNGRSCGACFEIRCSGGRSCLSGSAVVTATNFCPPNYALPNNNGG
WCNPPQPHFDLAEPVFSKIAQASAGVVPVQYRRVACTRQGGIRFTISGHSYFVLVLIT
NVGGAGDVSAVSVKGSQSGWQSMSHNWGANWQSNAMLDRQALSFKVTTSDGRSV
TSANAAPSGWSYGQTYSGNQF*

CDS (coding sequence)
>PhEXPA-15

ATGGAGTCCCTAGGCTTGCTGGTTCTTGCCATCGCCGCGGTGCTCAAGCTCGCCG
GCGCCGACTCCGGCTGGAACGGCGGCCGCGCCACGTTCTACGGCGGCAACGATG
CCTCCGGCACCATGGGAGGAGCGTGCGGCTACGGCAACTTGTACAGTACGGGGT
ACGGGACGAACACGGCGGCGCTGAGCACCGCGCTGTTCAACAACGGGCGGAGCT
GCGGCGCGTGCTTCGAGATCCGGTGCTCCGGCGGCCGCAGCTGCCTGTCTGGCTC
CGCCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACTATGCGCTCCCCAACAAC
AACGGCGGGTGGTGCAACCCGCCGCAGCCGCACTTCGACCTCGCCGAGCCGGTCT
TCTCCAAGATCGCCCAGGCCAGCGCCGGCGTCGTGCCCGTCCAGTACAGGAGGGT
GGCATGCACCAGGCAGGGCGGCATCCGGTTCACCATCTCCGGCCACTCCTACTTC
GTCCTGGTGCTGATCACGAATGTGGGCGGCGCCGGCGACGTGTCGGCAGTGTCGG
TGAAGGGGTCGCAGAGCGGGTGGCAGTCCATGAGCCACAACTGGGGCGCCAACT
GGCAGAGCAACGCCATGCTCGACCGCCAGGCGCTGTCGTTCAAGGTCACCACCA
GCGACGGCCGCAGCGTCACGTCCGCCAACGCCGCGCCCAGCGGCTGGAGCTACG
GCCAGACCTACTCTGGCAACCAGTTCTAG

Nucleotide
>PhEXPA-15

TGACGCCGGCCGGGAGCCATCCATCCATGTGGGCACGCGAGCACGLCLCGGGLLECG
GGCAACCCCCGGTCTGTCCTGCGCACACGCGAGCGAGCAGTTTGGTCCCTAGTTG
GCTAGTTGCGCGCGGAGACGACGGGCACTCGCATGTGCGCCTGATTCGTATGCGC
TAACCGCCGTCGTGCACCGGGCCTCGCGTGGTCGGCGGCCGCTCCGCCCAGTCGT
CCCCCACCACCTCCCTGGCCTCTCTCTCTTTTGTCTCGGTTTCCCCTGGCCCTCCAC
GAAAGTTGCTAACGATTCCAACTGCCGGGAGCACTGGCCGTTGGTTGGGTTGGGC



CTATAAGTAGCTGGCCTCGGCGCGCCGCTCCCTTCACAGCCAAGCAACTCTCGAT
CCCTAATCAGCAGCTCGAGCTCGCTTTAGCTCGAGAAGCAGTGTGTGTGCTGCAA
TGGCGACCGCCAATGTCTTCTTCCTCCTGCTCTGCTCGACCTTCTGCTTCCTCGCCC
GCCGGGCTGCCGGCGACTACGGCGGGTGGCAGAGCGCCCACGCCACGTTCTACG
GCGGCGGCGACGCGTCCGGCACAATGGGTGAGTCGGTTGGTCGAGCTGCGTTGTT
AGAACAAGCAGAGACTCATCATCGTCGTTCGTACCTAGGCCGGCGGCGCCGTTGA
ACTGACACTGATTGGAATTTGCAGGCGGGGCGTGCGGGTACGGGAACCTGTACA
GCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACAGCGCTGTTCAACGACG
GCGCCTCGTGCGGGCAGTGCTTCGAGCTCCGGTGCGACAACGCGGGGCAGTCGTG
CCTGCCGGGCACCATCACCGTGACGGCCACCAACTTCTGCCCGCCCAACTACGGC
CTCCCCAGCGACGACGGCGGCTGGTGCAACCCGCCGCGCCCGCACTTCGACATGG
CCGAGCCGGCCTTCCTCCAGATCGCGCAGTACCGCGCCGGCATCGTGCCCGTCGC
GTACAGGAGGTACGTGGGTCCAGACTTACTAGCTTCTTCTTGTGCGCCCCGTGCG
GGTGTCGGTTAAGTTCTTCGGACCAGCAAACGGATGGAGCCTGGGCCTCACGCCC
TCACCACGGCCGGCTTGCATGCCATGTTACGTGGGCTATGCTACAATTTGATTGTG
ATTTCTGCAAGTTGCAAGCATCGCACTCGATCGGCGACAGCAACGCTTCGCCTCT
CATGTCATGCCGTGTCGTGTCCGGGATGAACCTTTTTTTTTATGAACTGGATAACT
TTTTCACTGCAGTTTTTTTTACTGATCGATACCTCTGGCGCGCTGCTGCAGGGTGC
CGTGCGTGAAGAAGGGCGGGATCCGGTTCACCATCAACGGCCACTCCTACTTCAA
CCTGGTGCTGGTGACCAACGTGGCCGGCGCCGGCGACGTGCAGTCCGTGTCCATC
AAGGGCTCCTCCACCGGGTGGCAGGCCATGTCCCGCAACTGGGGCCAGAACTGG
CAGAGCAACTCGCTGCTCGACGGCCAGGCCCTCTCCTTCAAGGTCACCGCCAGCG
ACGGCCGCTGCGTCACCAGCAACAACGCCGCGLCLCGGLLCGGLCTGGCAGTTLCGGLC
AGACTTTCGAGGGCGGCCAGTTCTAGCCGGGCCGGCCCCGCGCCGCCGCTCGACG
ACGAGGATCCATCGGTCTGCGTTGCGTTCGGGGAAGGAAACCGGCCGGCCTCTTC
GCCGTAGTAAAGAAGAGAGCCCGCCGGCCATTCTGAGGCTGCTTAATTATCATTA
GCACCCGCTTAGGCCTTTCCTTCTCCGACGATGGCGACGATGATGATAGGATTAA
GTTATTTTTCTGCACCAGTGATTGTGTAGCCTTGGGTTAAGCTAAGGACGATTAAA
AAAAAAAAGAAAACCCTGCAGGGCCGATTATTGTAGGGCTAGCTGCAGGGGAGT
GTGTGGTGTTCGTGTTTGTTGTTACATGGGTTGGGTGGGAGATGTTTGTTGGGGAT
CGATGGTAGGCACCTTTGGGACCGTGACCAATGCTTGTTTATGGCCGGTCTGTAC
GTGCAGTATATATGGTGTGCTTTGTGCTTTGTTGATCATCTTCAGTTGTCTTTTTTT
TTTGTCGTCGATCTGTCGCCGCCTTATCAACTTGCGATGGCGACGTGTGCGGTGTG
GTGAGTAGTCGATTGAAGAAGC



