IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0047s0014

Gene Model: Kalax.0047s0014.1.p
Description: KIEXPA-15

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-15
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Superfanilies PLNO0OOS0

-+ Name Accession Description Interval E-value
[+ PLN00050 super family c131535 expansin A; Provisional 1-247 1.95¢-138
SEQUENCES

Peptide

>KIEXPA-15

MGIVGLVFVGLVCLSSVAGGYGGGWNDAHATFYGGGDASGTMGGACGYGNLYSQ

GYGTNTAALSTSMFNNGLSCGACFEIKCMNDNKWCIGGSIVVTATNFCPPNNALPNN
AGGWCNPPQHHFDLSQPVFQHIAHYRAGIVPVSYRRVPCQRKGGIRFTISGHSYFNLV
LITNVGGAGDVQSVSIKGSRTNWEPMSRNWGQNWQSSALLNGQALSFKVTTSDGHT
VTSYNVAPPNWSFGQTFAGQQFP*

CDS (coding sequence)
>KIEXPA-15

ATGGGTATTGTGGGGCTCGTGTTTGTGGGATTGGTGTGCTTGAGCTCGGTTGCAG
GTGGGTATGGTGGAGGATGGAATGACGCTCACGCCACCTTCTACGGCGGCGGCG
ATGCTTCTGGCACAATGGGTGGTGCATGTGGGTATGGAAACTTGTACAGCCAGGG
ATACGGTACTAACACCGCTGCTCTGAGCACTTCTATGTTCAACAATGGCCTGAGC
TGCGGAGCTTGTTTTGAGATCAAGTGTATGAATGACAACAAATGGTGCATTGGAG
GGTCTATTGTGGTCACCGCCACTAACTTCTGCCCTCCAAACAACGCTCTCCCAAAT
AATGCCGGAGGCTGGTGCAACCCTCCTCAGCATCACTTCGACCTCTCCCAGCCTG
TGTTTCAACACATTGCTCACTACAGAGCTGGAATTGTACCCGTCTCCTACAGAAG
GGTACCCTGCCAGAGAAAAGGAGGGATAAGGTTCACTATCAGCGGCCACTCCTA
CTTCAACCTCGTTCTAATAACGAATGTTGGAGGAGCAGGAGATGTCCAATCTGTT
TCCATCAAGGGCTCGAGGACTAACTGGGAACCCATGTCGAGAAACTGGGGCCAA
AACTGGCAAAGCAGCGCCCTCCTCAACGGCCAGGCTCTCTCTTTCAAGGTCACTA
CCAGCGACGGCCACACTGTCACCTCCTACAACGTCGCTCCACCGAATTGGTCCTT
CGGCCAGACCTTCGCTGGCCAACAGTTTCCATAA

Nucleotide
>KIEXPA-15

CCCAGCTGCAGTATCATTTTACAGTTACCGGTCAAGAAAGTGATCTGCGACGTGA
GAGGTAGGTTGGGGGGTTTTCTGAGGGTACCAAGTGCTTGTTGAAATGCTTGTTT
CGGTTTTTAGTGCTGAAAGCTTGCATTTTCGTGCAGGAAACATGGGTATTGTGGG
GCTCGTGTTTGTGGGATTGGTGTGCTTGAGCTCGGTTGCAGGTGGGTATGGTGGA
GGATGGAATGACGCTCACGCCACCTTCTACGGCGGCGGCGATGCTTCTGGCACAA
TGGGTATGTGAAGACACATGTTTTATTGACTACTAACGTTCCAGCCAGACTCAAC



TCAGTAATCTTTCAGGTTGATGGGTTGTTGAAAGTCTGAATCTTGTGTGTGTTTTG
GTGACGCAGGTGGTGCATGTGGGTATGGAAACTTGTACAGCCAGGGATACGGTA
CTAACACCGCTGCTCTGAGCACTTCTATGTTCAACAATGGCCTGAGCTGCGGAGC
TTGTTTTGAGATCAAGTGTATGAATGACAACAAATGGTGCATTGGAGGGTCTATT
GTGGTCACCGCCACTAACTTCTGCCCTCCAAACAACGCTCTCCCAAATAATGCCG
GAGGCTGGTGCAACCCTCCTCAGCATCACTTCGACCTCTCCCAGCCTGTGTTTCAA
CACATTGCTCACTACAGAGCTGGAATTGTACCCGTCTCCTACAGAAGGTGCTCAT
TCTTCTCTTCTCATCTCACTGCAGGGCAGCCATTGTCAAGCTTGGCCTGCAAAATG
ACCAAGAATCCCAAATGGGCCTCTGAAGAGCATGTAGAAATGTTGTTCAGATTTT
CTTCTTTAGTGACTGATTTGGTTGAATTTGGGATGTTTGCTTTGTAGGGTACCCTG
CCAGAGAAAAGGAGGGATAAGGTTCACTATCAGCGGCCACTCCTACTTCAACCTC
GTTCTAATAACGAATGTTGGAGGAGCAGGAGATGTCCAATCTGTTTCCATCAAGG
GCTCGAGGACTAACTGGGAACCCATGTCGAGAAACTGGGGCCAAAACTGGCAAA
GCAGCGCCCTCCTCAACGGCCAGGCTCTCTCTTTCAAGGTCACTACCAGCGACGG
CCACACTGTCACCTCCTACAACGTCGCTCCACCGAATTGGTCCTTCGGCCAGACCT
TCGCTGGCCAACAGTTTCCATAATCAAAAGCACCACCGCATCCTCCGCGCCATAA
CTTTTGAGACTTGTAGGCGTACTTTTTTGACCTCTGCTGGTGACTGTCTTCTTTATA
TCAAGACAGCCACGCTTAGGTTACAGTTTCATATAATTTAGAGCTTGTAGTTTGTC
GGGTCATTGGCGAGTGACAGGAGCTTATCTATTTTAAAACAGCTCCTGGTCATTT
CTTTAGGTTTAACATCTAAGAGGTTAGAGCTTTCTCCACTTTAAAGCTTCTGGTCT
GGTTCTTCTTTTATTGAAGCCAGGCGCAGAGGGGAAGAATAGCTTGAACAGCTGT
GGTGGATAGCACATGTAACAGATGCCACCGTGTCGCCAGTTTCGGCCATTTGAGT
CGCTTGTAAAGCAATACCCTTTACTTTCTTTTGAGGGTTTTGCGTTAGGCTTCTTTT
CAGTTGTCTGTGCGTTTGGTTAAAGCTTGTGTGTTTTGTTGCTTGAGCTTTAAGCG
TCAACATCTTTAATGGCTGTTTGAGGGTGCCATTCATGACTCCAAGTTAAGTTTTG
TGGTTTGTATCATGAGTCATGATATGTTTTGAACATCAAAACTTGTAATGAG






