IDENTIFICATION

Species: Lactuca sativa

Locus: Lsat 1 v5 gn_2 58701

Gene Model: Lsat_ 1 v5 gn 2 58701.2
Description: LSEXPA-04

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/L sativa_V8
KEGG: https://www.genome.jp/entry/T05352

EXTERNAL RESOURCES
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/



https://phytozome-next.jgi.doe.gov/info/Lsativa_V8
https://www.genome.jp/entry/T05352
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/

GENE STRUCTURE

LsEXPA-04 —
5

L 1 1 1 1 1 1 1 1 4
tibp 20bp 400 G00bp 8Kbp 106K 13006 14006p 1600bp

Legend:
CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
Quary son, ww

Superfanilie: PLNOOOS0

Name Acoeulm Description Interval E-value
l+] PLN00050 super family cl3 expansin A; Provisional 7-252 4.45e-142

SEQUENCES
Peptide
>LsEXPA-04

MGFLEILLVLTITTIATLPLASGRGGGGWSNAHATFYGGADASGTMGGACGFGNLYS
QGYGTNTAALSTALFNNGLACGACFEIKCVNDKRWCLPGSIIVTATNFCPPNSALPNN
NGGWCNPPQQHFDLAQPIFLKIGQYKAGIIPVQYRRVACKKRGGMRFTINGHSYFNL
VLLTNVGGAGDVVAVSIKGSRSNTWQPMSRNWGQNWQSGANLDGQALSFKVTTSD
GRTVVSTNVAPAGWSFGQTYAGKQFKSVVIRLKYGQMWCQRFLNVLTLRMNKRRD
LIRE*

CDS (coding sequence)
> SEXPA-04

ATGGGGTTTCTTGAAATCTTATTAGTTCTAACAATCACCACCATTGCAACACTACC
ACTAGCTAGCGGCAGAGGTGGTGGTGGGTGGTCTAACGCCCATGCCACCTTCTAT
GGTGGTGCCGATGCTTCGGGTACAATGGGTGGAGCATGTGGATTTGGAAATTTAT
ATAGTCAAGGATATGGTACAAATACAGCTGCATTAAGTACTGCTTTATTCAACAA
TGGACTTGCATGTGGAGCGTGTTTTGAGATCAAATGTGTGAATGATAAAAGATGG
TGTCTTCCAGGGTCCATTATTGTCACAGCTACAAACTTCTGTCCTCCAAATAGCGC
ACTTCCAAACAACAATGGAGGGTGGTGTAATCCTCCACAACAACACTTCGATCTT
GCTCAACCGATTTTCTTGAAAATTGGTCAATACAAAGCTGGAATTATTCCCGTTCA
ATATAGAAGGGTTGCTTGCAAGAAGAGAGGTGGAATGAGGTTTACAATCAATGG
TCATTCGTATTTCAATTTGGTGTTGTTGACAAATGTTGGTGGTGCGGGTGATGTTG
TGGCGGTGTCTATTAAGGGGTCTAGAAGCAATACATGGCAACCAATGTCGAGAA
ATTGGGGGCAAAATTGGCAAAGTGGTGCGAATCTTGATGGACAGGCTTTATCTTT
TAAGGTTACAACAAGTGATGGAAGAACAGTCGTTTCTACGAATGTGGCTCCTGCG
GGTTGGAGTTTCGGACAGACTTATGCTGGTAAACAGTTTAAGTCTGTCGTTATAA
GATTAAAGTATGGTCAAATGTGGTGTCAAAGATTCCTCAATGTTCTAACATTAAG
AATGAACAAGAGAAGAGACCTAATCCGCGAATAA

Nucleotide
>LSEXPA-04

ATCTTCATCCCTCCTCAAAACTCCCTCACAACTTATCTTTTTTCAGTTCTAAAAAT
GGGGTTTCTTGAAATCTTATTAGTTCTAACAATCACCACCATTGCAACACTACCAC
TAGCTAGCGGCAGAGGTGGTGGTGGGTGGTCTAACGCCCATGCCACCTTCTATGG



TGGTGCCGATGCTTCGGGTACAATGGGTAAGAAAAAGTTTTCACCTTTTTAAAGA
TTTGTGAATTATCTTTTATCTTTTATCATATATATATATATATACTGATGTGTATAT
CTATATATGTGAAGGTGGAGCATGTGGATTTGGAAATTTATATAGTCAAGGATAT
GGTACAAATACAGCTGCATTAAGTACTGCTTTATTCAACAATGGACTTGCATGTG
GAGCGTGTTTTGAGATCAAATGTGTGAATGATAAAAGATGGTGTCTTCCAGGGTC
CATTATTGTCACAGCTACAAACTTCTGTCCTCCAAATAGCGCACTTCCAAACAAC
AATGGAGGGTGGTGTAATCCTCCACAACAACACTTCGATCTTGCTCAACCGATTT
TCTTGAAAATTGGTCAATACAAAGCTGGAATTATTCCCGTTCAATATAGAAGGTA
AACTTTCCTCCTTTCACAAAATATAATCTTTAAATAAAAAAATAACATGAAACTC
ACATTTTTTTTTTAATTTTTATGTATTGAATTTGATAGGGTTGCTTGCAAGAAGAG
AGGTGGAATGAGGTTTACAATCAATGGTCATTCGTATTTCAATTTGGTGTTGTTGA
CAAATGTTGGTGGTGCGGGTGATGTTGTGGCGGTGTCTATTAAGGGGTCTAGAAG
CAATACATGGCAACCAATGTCGAGAAATTGGGGGCAAAATTGGCAAAGTGGTGC
GAATCTTGATGGACAGGCTTTATCTTTTAAGGTTACAACAAGTGATGGAAGAACA
GTCGTTTCTACGAATGTGGCTCCTGCGGGTTGGAGTTTCGGACAGACTTATGCTG
GTAAACAGTTTAAGTCTGTCGGTCTCTAACTCCAAACTTTTAACTTAACAGTTAAG
TTAAAATACTCTTTTTTTTTTATGTGATTTATAGTTATAAGATTAAAGTATGGTAT
ACTGATATACTATAGTAACTAATGTAATATAGTTATAAGATAGGCGAAACTCTAT
GGACCCATTTTAAAGGGCCCATGATTAATGCCTAAACTAAACTTCAGGAAATCTG
ACCTGTTTACAAAGATTTCGGGAGTCATTTTAGACAGCCCTGAAAAGGACACCAA
CAAGGGTTGGGGGACTAATGTGGCATTGTCTTTTTTTAGTATGTGTAATGCTCAAA
GTTAAGGTTGTTATGTGTGTTCTTTTTTTGGAGGTCAAATGTGGTGTCAAAGATTC
CTCAATGTATGTTTTGTTACTTGAAATGAAATGAGAATAACATTTAATGTTTGTCG
ATTTGCTTGTGCTGAATTGGTTGAGATGTTAAAGATTTGTTCGTTAAAGCAATACA
AAATACAGGCAACTAATTAACAGTTAATGAAATGACAGAAGAGGAAATTTTGAT
AGATGTAGCTATTAAACAGGTTCTAACATTAAGAATGAACAAGAGAAGAGACCT
AATCCGCGAATAA






