
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast06G131000 

Gene Model: Brast06G131000.1.p 

Description: BstEXLA-04 

Family: Expansin Like Alpha  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXLA-04 

MAVLLSAFSSCLLLLLVSSFAAACERCVRQGKAAYSPSPSTQLPAGGGVCGYGAMA

MEINGGFLAAGGPRQHRAGLGCGRCFQMRCRDAKVCSSRGVRVVLTDFHRSNRTDF

LLGGPAFVGLAKPGMAQQLRRLDALSIEYKRIPCDYNDKNLSILVEEQSKKPSKLVIK

FLYQGGQTDILAVDVAQVGSSDWRFMSRVHGPVWSTDRAPTGPLQFRAVVTGGYD

GKWVWADKEVLPADWQAGQVYDTGARIADVARESCIGCARPDWEMKVA* 

CDS (coding sequence) 

>BstEXLA-04 

ATGGCTGTCTTGCTCTCCGCCTTCTCCTCCTGCCTCCTGCTCCTCCTGGTCTCTTCC

TTCGCGGCCGCCTGCGAGAGGTGCGTGCGTCAGGGCAAGGCTGCCTACTCGCCCT

CCCCCTCCACCCAGCTCCCTGCCGGTGGCGGAGTGTGTGGTTATGGGGCCATGGC

CATGGAGATCAATGGGGGATTCCTCGCCGCTGGGGGACCAAGGCAGCACAGAGC

AGGGCTTGGCTGTGGGAGATGCTTTCAGATGAGATGCAGAGATGCAAAGGTGTG

TAGCAGCAGGGGCGTCCGGGTTGTGCTCACCGACTTCCACAGGAGCAATCGTACA

GATTTCCTGCTCGGTGGGCCCGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCC

AGCAGCTGAGGAGGCTGGACGCTCTGTCCATAGAGTACAAAAGAATTCCCTGCG

ACTACAATGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAA

GCAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGT

GGATGTTGCTCAGGTGGGGTCGTCAGACTGGCGGTTCATGAGCCGGGTTCACGGG

CCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGCGGTGG

TGACTGGTGGGTACGACGGCAAGTGGGTGTGGGCTGATAAAGAGGTCCTCCCGG

CTGACTGGCAGGCTGGCCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGC

GAGGGAGAGCTGCATTGGCTGTGCCAGGCCGGACTGGGAAATGAAAGTGGCTTA

A 

Nucleotide 

>BstEXLA-04 

AGCAGCAGCATGTGCTAGGGAAAAGGCTATTCTTCCCCCTTCCATACTCCTCTTCT

TCTCTCTCTCTCTCACACGCACTCTCTACTGCTTGGCATCGATCGATTGCCAATCG



CCATGGCTGTCTTGCTCTCCGCCTTCTCCTCCTGCCTCCTGCTCCTCCTGGTCTCTT

CCTTCGCGGCCGCCTGCGAGAGGTGCGTGCGTCAGGGCAAGGCTGCCTACTCGCC

CTCCCCCTCCACCCAGCTCCCTGCCGGTAAAGCACTCGGTTCCCTGCACAGATCG

GTCAAGGGTTCCAATTTTGTTCTCTTTTTAGCATGATTTTGAGTGGTGCCTGTGGT

TCTTGGCTTGCTTAATTAGGTGGCGGAGTGTGTGGTTATGGGGCCATGGCCATGG

AGATCAATGGGGGATTCCTCGCCGCTGGGGGACCAAGGCAGCACAGAGCAGGGC

TTGGCTGTGGGAGATGCTTTCAGGTACCAAATTGTTACTACCGACTAGTTCCCCGT

TTCTACTCCCATTCTGGCTTTCTCCTTCAAGTGACACAAGAAGTGCTCCACTTTTTT

TCCCCATATTCCAGAGAGTTATTTTTTCTTGTTACTTAATCAGTTGCCACTTGAGA

AAGTGACACGACAGGCAATTGCCCCTATTATTTTCTAGTATTAGCTTAAGCTTTAA

ATGGAGAGACCAAGTTAGGCGCATCCTCTTAATCTATGTACCAATTGCAATACCG

AAATAGAAAGCTCCACAGGAACATAAGCAGTAGCAGCATGTGACAAATGTATAT

ATGCTGTCCTCCTTATACTTCTATGCTCTGGCTGTGAAATATATTTTTCTTGGTTTC

TAAGAAGACTAAAGTGTACTCATGGATATGTCATTAGCATCCTTTTACACTGTTAT

TTATTCTCTTCGCGATTTATTTACGTTATATCTGTGGACTTGGGAAACAGATGAGA

TGCAGAGATGCAAAGGTGTGTAGCAGCAGGGGCGTCCGGGTTGTGCTCACCGAC

TTCCACAGGAGCAATCGTACAGATTTCCTGCTCGGTGGGCCCGCATTTGTGGGCC

TTGCTAAGCCCGGGATGGCCCAGCAGCTGAGGAGGCTGGACGCTCTGTCCATAGA

GTACAAAAGGTAAAAGCAATGTCTCATGATATATTTACTACGGAGTATCAACCGA

ATTTCAAAAGGAATTAACGAACTAGTTGAAAGAAAGAGTTGGAAATGCATGCAC

AACTAGAGAAAACGTTGGAAATGAAAATGTAGCTAGGAAAAGTTTACTGGTCGT

TTGTACTGTCCTTTAACTTACGGTAAAAATAAATACTTATCCCCTCAAATGATAAC

TGGTTGGTGCACATTATTATTGGCTTGTAGTACAGTTTCGATGTACATGTGAGAAT

TGTCTGTGTATAACTAGACATACAATTTTCAATATTATGGTCTACCACCATGCTTA

ACTTCATTCCAGAAACAGTTGAGGGCAATTTCCAAAGTTACTTCAGACTTAGTTG

TAAAGCTGAAAGAAACTGGAAAAACATTAGTTGGTGTATATTCTGATATCTCCAT

ATCAAAATCCAAAAATTTCAAACCATTTTCTAATCCCAATGAGATCTACTTAGATT

TTAATACTCCGGTAAAAAAAACTTAGATTTTAATATCTTTTTGTGTTTTAGTTTAA

AGAGGTTTGATTTTCAGTTCTAAATGTTTTTAGTTAAATTCTGTGGTGAATGTCTT

AATTATTGTATCCTTCTATTTCAGATAGATTCACACAGTCAAAATTATACGGAGTA

ACCTTCAATTTCAGCTAGATTTGCAGTTTCCAGCTTCGCTTCCACTAGTGAAAACC

TTACCTTCTTATGTCAAACTTGAGATAGAATTCCATATTTAAGGAATAGAAAATCT

CCATAAAGAAACAGATGTGTCTGTTCATCGATGTTTACATCCATCACCCATCGTTT

CTATATTACTTGGTCGAAATGGCAGCACAAAGTTTATGTTAGGATGGCATGTAGT

AGGAGTGAGATAGAGAGATTTTTCAATGCTTTACAAGACAAAGACAAATTTTTTA

ATGAGAAACTCGAGTGATGTAACCAAAATAATGGCTCCTAGTGCACTATTGCAAT

ACCCTAAATATCTTCTGCATTGTTTGGTTGCAGAATTCCCTGCGACTACAATGACA

AGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAAGCAAATTGGTCA

TCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGTGGATGTTGCTCA

GGTAAAAGAAAGACTCAATCAATAGTGAACCAAAAAATAGGGACAAGTTGTAAT

TCCCAAACACATAACACCAAATTTGTCTAATCAACAACATGCATCATGGACCTGG

TCTATGCAGGTGGGGTCGTCAGACTGGCGGTTCATGAGCCGGGTTCACGGGCCCG

TTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGCGGTGGTGAC

TGGTGGGTACGACGGCAAGTGGGTGTGGGCTGATAAAGAGGTCCTCCCGGCTGA

CTGGCAGGCTGGCCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGCGAG

GGAGAGCTGCATTGGCTGTGCCAGGCCGGACTGGGAAATGAAAGTGGCTTAAGA

TAAGAAAGCAGACTCTTCTTGTTAGACCCGACGACGTATCTTGCACTGCAATGAC



CTTGAGATGCAGTTACCACACGGTACCACACCAAGTCATTAGAGGGCGTGAGGG

GGCAGTGGTGGGGTTGGAAAAAGGGCGCCCCTCTTTGCTGTCAAGAAAATGATG

GGGGGTGTGGGGGAAGATAGCTGTGATCAGTCTTTCCTGGCCCTTGATTTGGTTT

CTTCCTATATGCATGCATGTACAGGTTCGTTGAATCATGCTTGCATATAAGAGATG

TATGTAAAACAAATGTAGCTGGTAGCTAGCTATCTAGCTTCCGCCCCTGCTAATT

GATAGAATAATTAGTGAACATATTGCAATGTTCTCCCTT 


