IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast06G131000

Gene Model: Brast06G131000.1.p
Description: BStEXLA-04
Family: Expansin Like Alpha

3D structure:
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Specific hits ¢ DPBB_EXLA_N > < Pollen_allerg_ 1 >

List of domain hits *
Name Accession Description Interval E-value
[+] DPBB_EXLA_N ¢d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily. Expansin-like 21-148 4.47e-64
[+] Pollen_allerg_1  pfam01357 Pollen allergen. This family contains allergens lol Pl, Pll and PIll from Lolium perenne 157-229  3.94e-16
Peptide

>BstEXLA-04

MAVLLSAFSSCLLLLLVSSFAAACERCVRQGKAAYSPSPSTQLPAGGGVCGYGAMA
MEINGGFLAAGGPRQHRAGLGCGRCFQMRCRDAKVCSSRGVRVVLTDFHRSNRTDF
LLGGPAFVGLAKPGMAQQLRRLDALSIEYKRIPCDYNDKNLSILVEEQSKKPSKLVIK
FLYQGGQTDILAVDVAQVGSSDWRFMSRVHGPVWSTDRAPTGPLQFRAVVTGGYD
GKWVWADKEVLPADWQAGQVYDTGARIADVARESCIGCARPDWEMKVA*

CDS (coding sequence)
>BstEXLA-04

ATGGCTGTCTTGCTCTCCGCCTTCTCCTCCTGCCTCCTGCTCCTCCTGGTCTCTTCC
TTCGCGGCCGCCTGCGAGAGGTGCGTGCGTCAGGGCAAGGCTGCCTACTCGCCCT
CCCCCTCCACCCAGCTCCCTGCCGGTGGCGGAGTGTGTGGTTATGGGGCCATGGC
CATGGAGATCAATGGGGGATTCCTCGCCGCTGGGGGACCAAGGCAGCACAGAGC
AGGGCTTGGCTGTGGGAGATGCTTTCAGATGAGATGCAGAGATGCAAAGGTGTG
TAGCAGCAGGGGCGTCCGGGTTGTGCTCACCGACTTCCACAGGAGCAATCGTACA
GATTTCCTGCTCGGTGGGCCCGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCC
AGCAGCTGAGGAGGCTGGACGCTCTGTCCATAGAGTACAAAAGAATTCCCTGCG
ACTACAATGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAA
GCAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGT
GGATGTTGCTCAGGTGGGGTCGTCAGACTGGCGGTTCATGAGCCGGGTTCACGGG
CCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGCGGTGG
TGACTGGTGGGTACGACGGCAAGTGGGTGTGGGCTGATAAAGAGGTCCTCCCGG
CTGACTGGCAGGCTGGCCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGC
GAGGGAGAGCTGCATTGGCTGTGCCAGGCCGGACTGGGAAATGAAAGTGGCTTA
A

Nucleotide
>BstEXLA-04

AGCAGCAGCATGTGCTAGGGAAAAGGCTATTCTTCCCCCTTCCATACTCCTCTTCT
TCTCTCTCTCTCTCACACGCACTCTCTACTGCTTGGCATCGATCGATTGCCAATCG



CCATGGCTGTCTTGCTCTCCGCCTTCTCCTCCTGCCTCCTGCTCCTCCTGGTCTCTT
CCTTCGCGGCCGCCTGCGAGAGGTGCGTGCGTCAGGGCAAGGCTGCCTACTCGCC
CTCCCCCTCCACCCAGCTCCCTGCCGGTAAAGCACTCGGTTCCCTGCACAGATCG
GTCAAGGGTTCCAATTTTGTTCTCTTTTTAGCATGATTTTGAGTGGTGCCTGTGGT
TCTTGGCTTGCTTAATTAGGTGGCGGAGTGTGTGGTTATGGGGCCATGGCCATGG
AGATCAATGGGGGATTCCTCGCCGCTGGGGGACCAAGGCAGCACAGAGCAGGGC
TTGGCTGTGGGAGATGCTTTCAGGTACCAAATTGTTACTACCGACTAGTTCCCCGT
TTCTACTCCCATTCTGGCTTTCTCCTTCAAGTGACACAAGAAGTGCTCCACTTTTTT
TCCCCATATTCCAGAGAGTTATTTTTTCTTGTTACTTAATCAGTTGCCACTTGAGA
AAGTGACACGACAGGCAATTGCCCCTATTATTTTCTAGTATTAGCTTAAGCTTTAA
ATGGAGAGACCAAGTTAGGCGCATCCTCTTAATCTATGTACCAATTGCAATACCG
AAATAGAAAGCTCCACAGGAACATAAGCAGTAGCAGCATGTGACAAATGTATAT
ATGCTGTCCTCCTTATACTTCTATGCTCTGGCTGTGAAATATATTTTTCTTGGTTTC
TAAGAAGACTAAAGTGTACTCATGGATATGTCATTAGCATCCTTTTACACTGTTAT
TTATTCTCTTCGCGATTTATTTACGTTATATCTGTGGACTTGGGAAACAGATGAGA
TGCAGAGATGCAAAGGTGTGTAGCAGCAGGGGCGTCCGGGTTGTGCTCACCGAC
TTCCACAGGAGCAATCGTACAGATTTCCTGCTCGGTGGGCCCGCATTTGTGGGCC
TTGCTAAGCCCGGGATGGCCCAGCAGCTGAGGAGGCTGGACGCTCTGTCCATAGA
GTACAAAAGGTAAAAGCAATGTCTCATGATATATTTACTACGGAGTATCAACCGA
ATTTCAAAAGGAATTAACGAACTAGTTGAAAGAAAGAGTTGGAAATGCATGCAC
AACTAGAGAAAACGTTGGAAATGAAAATGTAGCTAGGAAAAGTTTACTGGTCGT
TTGTACTGTCCTTTAACTTACGGTAAAAATAAATACTTATCCCCTCAAATGATAAC
TGGTTGGTGCACATTATTATTGGCTTGTAGTACAGTTTCGATGTACATGTGAGAAT
TGTCTGTGTATAACTAGACATACAATTTTCAATATTATGGTCTACCACCATGCTTA
ACTTCATTCCAGAAACAGTTGAGGGCAATTTCCAAAGTTACTTCAGACTTAGTTG
TAAAGCTGAAAGAAACTGGAAAAACATTAGTTGGTGTATATTCTGATATCTCCAT
ATCAAAATCCAAAAATTTCAAACCATTTTCTAATCCCAATGAGATCTACTTAGATT
TTAATACTCCGGTAAAAAAAACTTAGATTTTAATATCTTTTTGTGTTTTAGTTTAA
AGAGGTTTGATTTTCAGTTCTAAATGTTTTTAGTTAAATTCTGTGGTGAATGTCTT
AATTATTGTATCCTTCTATTTCAGATAGATTCACACAGTCAAAATTATACGGAGTA
ACCTTCAATTTCAGCTAGATTTGCAGTTTCCAGCTTCGCTTCCACTAGTGAAAACC
TTACCTTCTTATGTCAAACTTGAGATAGAATTCCATATTTAAGGAATAGAAAATCT
CCATAAAGAAACAGATGTGTCTGTTCATCGATGTTTACATCCATCACCCATCGTTT
CTATATTACTTGGTCGAAATGGCAGCACAAAGTTTATGTTAGGATGGCATGTAGT
AGGAGTGAGATAGAGAGATTTTTCAATGCTTTACAAGACAAAGACAAATTTTTTA
ATGAGAAACTCGAGTGATGTAACCAAAATAATGGCTCCTAGTGCACTATTGCAAT
ACCCTAAATATCTTCTGCATTGTTTGGTTGCAGAATTCCCTGCGACTACAATGACA
AGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAAGCAAATTGGTCA
TCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGTGGATGTTGCTCA
GGTAAAAGAAAGACTCAATCAATAGTGAACCAAAAAATAGGGACAAGTTGTAAT
TCCCAAACACATAACACCAAATTTGTCTAATCAACAACATGCATCATGGACCTGG
TCTATGCAGGTGGGGTCGTCAGACTGGCGGTTCATGAGCCGGGTTCACGGGCCCG
TTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGCGGTGGTGAC
TGGTGGGTACGACGGCAAGTGGGTGTGGGCTGATAAAGAGGTCCTCCCGGCTGA
CTGGCAGGCTGGCCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGCGAG
GGAGAGCTGCATTGGCTGTGCCAGGCCGGACTGGGAAATGAAAGTGGCTTAAGA
TAAGAAAGCAGACTCTTCTTGTTAGACCCGACGACGTATCTTGCACTGCAATGAC



CTTGAGATGCAGTTACCACACGGTACCACACCAAGTCATTAGAGGGCGTGAGGG
GGCAGTGGTGGGGTTGGAAAAAGGGCGCCCCTCTTTGCTGTCAAGAAAATGATG
GGGGGTGTGGGGGAAGATAGCTGTGATCAGTCTTTCCTGGCCCTTGATTTGGTTT
CTTCCTATATGCATGCATGTACAGGTTCGTTGAATCATGCTTGCATATAAGAGATG
TATGTAAAACAAATGTAGCTGGTAGCTAGCTATCTAGCTTCCGCCCCTGCTAATT
GATAGAATAATTAGTGAACATATTGCAATGTTCTCCCTT



