
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10023968 

Gene Model: Lus10023968 

Description: LusEXLA-02 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXLA-02 

MASASLLSVPFLFFLLASSITACDRCTHQTKVGYFSNPNALPNGACGYRSMAVRFNS

GMLAAAAPSLYKNGAGCGACFQIRCKKPGLCSSRGTTVIVTDQVTTNKTAAATDFV

LSNRAFMALANPGKAQSILELGTADVEYKRVPCDLKTQNLAVRVEESSRKPNHLAIK

VLYQGGQTEIVGIDVARIGSSNWAFLSRNHGAVWEMDRVPEGPLHFRFMVTGGFDG

KWVWAEKAVLPGDWKVGVVYDTGLQISDIAQEPCSPCDDSTWK* 

CDS (coding sequence) 

>LusEXLA-02 

ATGGCATCAGCTTCACTACTCTCTGTTCCCTTTCTCTTCTTCTTGCTTGCTTCCTCC

ATAACTGCCTGCGATCGCTGCACCCATCAAACCAAGGTTGGATATTTCTCCAACC

CCAATGCTCTCCCAAATGGTGCTTGTGGGTATAGATCAATGGCAGTCCGCTTCAA

CAGCGGAATGCTCGCAGCTGCTGCTCCTTCTCTTTACAAGAATGGCGCTGGCTGC

GGCGCTTGCTTCCAGATACGATGCAAGAAACCAGGTTTGTGTAGCAGCAGGGGC

ACAACAGTCATTGTGACTGACCAAGTTACGACCAACAAGACCGCAGCAGCAACG

GATTTCGTCCTTAGCAACAGAGCTTTCATGGCGTTGGCCAACCCTGGCAAGGCCC

AGAGCATCTTGGAACTTGGCACTGCAGATGTCGAATACAAACGGGTGCCATGTGA

TTTGAAGACCCAGAACCTGGCGGTTAGAGTGGAGGAATCGAGCAGAAAACCGAA

CCATTTGGCGATCAAGGTGTTGTACCAAGGTGGGCAAACCGAGATTGTGGGGATA

GACGTGGCCAGAATCGGTTCGTCCAACTGGGCTTTCCTGAGCAGGAACCATGGGG

CCGTGTGGGAGATGGACCGCGTTCCTGAAGGCCCGCTGCATTTCAGGTTCATGGT

GACCGGCGGGTTCGATGGGAAATGGGTTTGGGCCGAGAAGGCGGTTCTGCCCGG

AGATTGGAAAGTCGGGGTGGTTTACGACACTGGGCTTCAGATTAGTGACATTGCT

CAGGAGCCTTGCTCGCCCTGCGACGATTCCACCTGGAAATGA 

Nucleotide 

>LusEXLA-02 

ATGGCATCAGCTTCACTACTCTCTGTTCCCTTTCTCTTCTTCTTGCTTGCTTCCTCC

ATAACTGCCTGCGATCGCTGCACCCATCAAACCAAGGTTGGATATTTCTCCAACC

CCAATGCTCTCCCAAGTAAGTCTAGCTACTTACATTACATTACACACCTCTGTTTC

CTCTGTTTTTGGCGACGGCCCAGTTGAGATCATGGCGAGATTTACAATGGGTAAC



ACTTTGTGTTTTCAATTTTTGCTTTTTCCGCGCAGATGGTGCTTGTGGGTATAGATC

AATGGCAGTCCGCTTCAACAGCGGAATGCTCGCAGCTGCTGCTCCTTCTCTTTACA

AGAATGGCGCTGGCTGCGGCGCTTGCTTCCAGATACGATGCAAGAAACCAGGTTT

GTGTAGCAGCAGGGGCACAACAGTCATTGTGACTGACCAAGTTACGACCAACAA

GACCGCAGCAGCAACGGATTTCGTCCTTAGCAACAGAGCTTTCATGGCGTTGGCC

AACCCTGGCAAGGCCCAGAGCATCTTGGAACTTGGCACTGCAGATGTCGAATACA

AACGGTGAAACATTTGTTATTAAAGTATATTAAACGGTACAGACCAACCAAAAA

AAAGTATTAAACTACTAAATTTAAATTCCATTTTTTGTGATGATGCAGGGTGCCAT

GTGATTTGAAGACCCAGAACCTGGCGGTTAGAGTGGAGGAATCGAGCAGAAAAC

CGAACCATTTGGCGATCAAGGTGTTGTACCAAGGTGGGCAAACCGAGATTGTGG

GGATAGACGTGGCCAGAATCGGTTCGTCCAACTGGGCTTTCCTGAGCAGGAACCA

TGGGGCCGTGTGGGAGATGGACCGCGTTCCTGAAGGCCCGCTGCATTTCAGGTTC

ATGGTGACCGGCGGGTTCGATGGGAAATGGGTTTGGGCCGAGAAGGCGGTTCTG

CCCGGAGATTGGAAAGTCGGGGTGGTTTACGACACTGGGCTTCAGATTAGTGACA

TTGCTCAGGAGCCTTGCTCGCCCTGCGACGATTCCACCTGGAAATGA 




