IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s03g06040

Gene Model: LOC_0s03906040.1
Description: OstEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
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Query seq.,
Superfanilies PLN00193

+ Name Accession Description Interval E.value
[+] PLN00193 super family 33423 expansin-A; Provisional 8-247 5.48e-116
SEQUENCES

Peptide

>0OstEXPA-15

MGNIVLQLLAILALCIAPARSGWLQGTATFYGGADGSGTMGGACGYGNLYDQGYGI
NNAALSTPLFNNGASCGQCYLIICNYDKAPSGCRMGTAITVTGTNFCPPNYDLPYGG
WCNTTRPHFDMSQPAWENIGIYSAGIVPILY QQVKCWRSGGVRFTITGLNYFELVLVT
NMAGSGSIASMSVKGSSTGWIQMSRNWGANWQCLAGLAGQALSFTVTSTGGQTIVF
DSVVPAGWSFGQTFSTYQQFDY*

CDS (coding sequence)
>0OstEXPA-15

ATGGGGAACATTGTCCTGCAGCTGCTCGCGATTCTTGCACTCTGCATTGCACCGG
CGAGGTCCGGCTGGCTCCAGGGCACCGCCACGTTCTACGGCGGCGCCGACGGCLTC
CGGCACCATGGGTGGTGCGTGCGGGTACGGGAATCTGTACGACCAGGGCTACGG
CATCAACAACGCGGCGCTGAGCACGCCACTGTTCAACAACGGGGCGTCGTGCGG
GCAATGCTACCTCATCATCTGCAACTACGACAAGGCGCCCAGCGGGTGCAGGATG
GGCACGGCGATCACCGTGACGGGCACCAACTTCTGCCCGCCCAACTATGACCTCC
CCTACGGCGGCTGGTGCAACACGACCCGCCCTCACTTCGACATGTCCCAGCCCGC
CTGGGAGAACATTGGCATCTACAGCGCTGGCATCGTCCCGATTCTCTACCAACAG
GTGAAGTGCTGGAGAAGTGGGGGAGTGAGATTCACCATCACCGGGTTGAACTAC
TTCGAGCTGGTGTTGGTGACGAACATGGCCGGGAGCGGGTCGATCGCGAGCATGT
CGGTGAAGGGCTCAAGCACGGGGTGGATTCAGATGTCGAGGAATTGGGGCGCCA
ATTGGCAGTGTCTCGCCGGACTGGCTGGTCAGGCGCTCAGTTTCACCGTCACCTC
CACCGGCGGCCAGACCATCGTCTTCGACAGCGTCGTGCCGGCGGGGTGGTCGTTC
GGGCAAACCTTCAGCACCTACCAGCAGTTCGACTACTAA

Nucleotide
>0OstEXPA-15

AGCTATAGCTACAGGAAATCATGGGGAACATTGTCCTGCAGCTGCTCGCGATTCT
TGCACTCTGCATTGCACCGGCGAGGTCCGGCTGGCTCCAGGGCACCGCCACGTTC
TACGGCGGCGCCGACGGCTCCGGCACCATGGGTACGTCGTCGTCGTCTACTCCAT
TTCCTCTCGCATCGCATTGTGTCAACCATTGCACGGCAATGCATCATCATGCATAA
TGCAAGACACAATCTGATGGAATATATATGTTGGAACAAGTGCATATGGGATGGT
CTCGATGGGATTAACCGCTGATGTGCATATGTGTGCAAACAGGTGGTGCGTGCGG



GTACGGGAATCTGTACGACCAGGGCTACGGCATCAACAACGCGGCGCTGAGCAC
GCCACTGTTCAACAACGGGGCGTCGTGCGGGCAATGCTACCTCATCATCTGCAAC
TACGACAAGGCGCCCAGCGGGTGCAGGATGGGCACGGCGATCACCGTGACGGGC
ACCAACTTCTGCCCGCCCAACTATGACCTCCCCTACGGCGGCTGGTGCAACACGA
CCCGCCCTCACTTCGACATGTCCCAGCCCGCCTGGGAGAACATTGGCATCTACAG
CGCTGGCATCGTCCCGATTCTCTACCAACAGTAAGAATAATACTATCAGTAGAGA
CCACCGTAAAAGCACTCTAAAACGAAGAAGTTGTGTGTGTGTGTGTGTGTGTGTA
TATATATATATATATATATATATATATATATATATATATATATATATGCATGATAT
CATGAAATAGTTAACACGTTGTGGTGTGATGGATTATATTGAAGGGTGAAGTGCT
GGAGAAGTGGGGGAGTGAGATTCACCATCACCGGGTTGAACTACTTCGAGCTGG
TGTTGGTGACGAACATGGCCGGGAGCGGGTCGATCGCGAGCATGTCGGTGAAGG
GCTCAAGCACGGGGTGGATTCAGATGTCGAGGAATTGGGGCGCCAATTGGCAGT
GTCTCGCCGGACTGGCTGGTCAGGCGCTCAGTTTCACCGTCACCTCCACCGGCGG
CCAGACCATCGTCTTCGACAGCGTCGTGCCGGCGGGGTGGTCGTTCGGGCAAACC
TTCAGCACCTACCAGCAGTTCGACTACTAAGCTATATATGTTCAGACATCAGGAA
CATCAAGATCGTCGTCTGAAATGTGAATGTCTGATCGATCGAGCATTCATACTTC
GTTTTCATTTGTAATTAAGCTAGAGCGCTCTAAGATCGAGCATTGTTTATTGGGAT
CATTAATTCATTTGATTGTTCAGTTGCTAATTGATGGATGTAAATTAAGTTGCAAT
ATA





