
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.4824s0001 

Gene Model: Bostr.4824s0001.1.p 

Description: BosEXPA-05 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BosEXPA-05 

MQAHATFYGGSAASGTMALSTALFNDGKSCGGCYQMVCDATKVPQWCLKGKWITI

TATNFCPPNYALPNDNGGWCNPPRPHFDMAQPAFETIAKYRAGIVPVLYRRVGCRRS

GGTRFTMNGRDYFELVLISNVGGAGEISQVWIKGSKSNKWETMSRNWGSNWQSLTY

LNGQSLSFKIQTSNGKIKTGLNVVPSNWQFGQSFKSNLNF* 

CDS (coding sequence) 

>BosEXPA-05 

ATGCAAGCTCATGCAACCTTCTATGGCGGAAGTGCTGCTTCTGGTACAATGGCGT

TAAGCACTGCATTGTTCAACGACGGCAAATCTTGTGGCGGTTGTTACCAAATGGT

CTGTGATGCGACCAAAGTGCCACAATGGTGTCTTAAAGGCAAATGGATAACAATC

ACAGCTACAAACTTCTGTCCTCCAAATTATGCTTTACCAAATGATAATGGTGGTTG

GTGTAACCCTCCGAGGCCTCATTTCGACATGGCTCAGCCTGCGTTTGAGACCATT

GCTAAGTACAGAGCCGGAATAGTCCCGGTTCTCTATAGAAGGGTCGGATGTAGA

AGAAGCGGAGGTACGAGATTCACAATGAATGGTAGAGATTACTTCGAGCTTGTG

CTCATCTCAAATGTAGGAGGTGCAGGTGAAATCTCCCAAGTATGGATCAAAGGCT

CTAAAAGCAACAAATGGGAAACAATGTCAAGAAACTGGGGATCTAATTGGCAAA

GCCTTACTTACCTTAATGGCCAAAGTCTCTCATTCAAAATCCAAACCAGTAATGG

CAAAATCAAGACAGGACTCAATGTCGTTCCTTCGAATTGGCAGTTTGGTCAGAGC

TTCAAGAGCAACTTAAACTTCTAA 

Nucleotide 

>BosEXPA-05 

ATGCAAGCTCATGCAACCTTCTATGGCGGAAGTGCTGCTTCTGGTACAATGGGTA

AGTGGTTTTCTTGGGCTTTAGGGTTTCTTTCCTCTTCCCCAAGAAACCCCTCAAAG

ATCCAAGTTCTCTTTAATTACAAGAAATCAATTACCCCTCAATGGTTTTGGTTCGA

ATTCAGTTATTTCGGTTAGATTAAAATGCAACCAGTCGTATAGTACATAACCTCTA

ATATCCTTTTTTCCCGGTCTGAATTTCAGGTGGAGCATGTGGTTACGGCAACCTCT

AGACCGATGGTTACGGGACAAACACGGCAGCGTTAAGCACTGCATTGTTCAACG

ACGGCAAATCTTGTGGCGGTTGTTACCAAATGGTCTGTGATGCGACCAAAGTGCC

ACAATGGTGTCTTAAAGGCAAATGGATAACAATCACAGCTACAAACTTCTGTCCT



CCAAATTATGCTTTACCAAATGATAATGGTGGTTGGTGTAACCCTCCGAGGCCTC

ATTTCGACATGGCTCAGCCTGCGTTTGAGACCATTGCTAAGTACAGAGCCGGAAT

AGTCCCGGTTCTCTATAGAAGGTAAAAAAATAACAACTAAACTTAGATTTTATTG

AATTTATCCGGCGTAAAACTAACAAAACCGATCAAATTTCAGTTTGGTTTCTATA

ACCACACCGTAAATTACTTTCTAATAAGCTAGAGACTTGTTCTAAGCAATATATG

CATGTGTGCGCTAATATAAGGGTTCGTTGGGGATGATTATCCTGTAGGGTCGGAT

GTAGAAGAAGCGGAGGTACGAGATTCACAATGAATGGTAGAGATTACTTCGAGC

TTGTGCTCATCTCAAATGTAGGAGGTGCAGGTGAAATCTCCCAAGTATGGATCAA

AGGCTCTAAAAGCAACAAATGGGAAACAATGTCAAGAAACTGGGGATCTAATTG

GCAAAGCCTTACTTACCTTAATGGCCAAAGTCTCTCATTCAAAATCCAAACCAGT

AATGGCAAAATCAAGACAGGACTCAATGTCGTTCCTTCGAATTGGCAGTTTGGTC

AGAGCTTCAAGAGCAACTTAAACTTCTAA 




