
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin07G382200 

Gene Model: Misin07G382200.1.p 

Description: McsEXPB-38 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-38 

MPPFLPWFAPEPCDPLPKNILARCFSLTIETQSFMSAQSKLVVLGALIFFLLVSYGSCTR

IVNFNASHITADPYWVAARATWYGAPTGAGPYDNGGACGFKNVNLPPFSAMTSCGN

QPLFKDGKGCGSCYQIRCVNHPACSGNPETVMITDMNYYPVAKYHFDLSGTAFGAM

AQPGRNNELRHAGIIDIQFRRVPCIYPGQTVTFHIEHGSNPNYLAVLVEFEDGDGDVV

QVDIMEANSGWWTPMRESWGSIWRMDSKRQLQGPFSLRITDESGETLVAYQVIPAN

WAPNTYYRSNIQYEAFGSAAGQAIGSAAGQAIGSAVGLVISSAAGLHTEITGIIGLICL

VLYHLHGIEVP* 

CDS (coding sequence) 

>McsEXPB-38 

ATGCCTCCATTCCTTCCATGGTTTGCTCCAGAGCCATGTGACCCCCTACCAAAGAA

TATCCTGGCAAGGTGCTTCTCGCTGACCATCGAAACACAGAGCTTCATGTCTGCC

CAGTCCAAGCTGGTTGTGCTTGGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGG

CTCATGCACTAGGATCGTCAACTTTAATGCCTCTCACATCACCGCGGACCCCTACT

GGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGA

CAACGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTTCTCGGCCATG

ACATCGTGTGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGTGGCTCGTGCT

ACCAGATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACTGTGAT

GATCACCGACATGAACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGC

ACGGCGTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCC

GGCATCATCGACATCCAGTTCAGGAGGGTGCCCTGCATCTACCCCGGGCAGACGG

TGACCTTCCACATCGAGCACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGA

GTTCGAAGACGGCGATGGCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTC

CGGGTGGTGGACGCCAATGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTC

CAAGCGCCAGCTGCAGGGGCCCTTCTCGCTGCGCATCACCGACGAGTCCGGCGAG

ACGCTAGTGGCTTACCAGGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACC

GCTCCAACATCCAGTATGAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTCT

GCTGCTGGACAGGCTATTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGG

ACTGCACACGGAAATTACGGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATT

TGCATGGGATTGAGGTGCCTTAG 



Nucleotide 

>McsEXPB-38 

AAATGAAGTACAGGAGGCACAAAACTTAACCGCACGAGCCAATCTCCCATGTTC

GTGCAACCACGAGTGACGAGTCCACGACGAACGAGAAGTCCTAACTCCAGCTCC

TACCTCGTAGCAGGCGGCCGCATGTCCATTAAAGCCTAGGCTAGGCGCGAGGGC

GAGGCGGAGCGGAGGGGGCGACCTAGGGAGGGTTCGCCGATTGGGGGTAAATTT

GCGGCGCGAGGTGGCCAGCCCCCGCCGGATCCGAGCATCCGGCGACGCCTCCAC

GGAGGGGAAGCCAGGGAGGGCGGACGGGAGGAGGAGCGACCCGGCGCCTGGTA

AAAGGGAGGCTGGGAGGAGATCCGGCGGTTGGCTGGCTCGCCGGCGCGGCTTGC

GGCGGCCACCTGGCGTACCGCCGCACTGGAGTGGAGCAGGAGCTGAGGAGCGGC

GGCGAGGTAGTTCACTAATCTCACTTCTTTGGTATCTTGCAGCAGCCTTGCGCACT

GGTAGCCATGGTAGGAAACTAGGAACGTAGGATTGTACTAGCACATTGGTAGCA

CATTGCACATTACTGTGAGAAACTAGGAACGCACATTGGTAGCTATGTGGTAGGA

ATGCAAATTTGTAAAATTCGCAAGCAATTAGTAATTTGTAAAGATGTTTTCTTCAG

TGTGAATGAAGATGATATAATGGAGACTTTTGTGGCTGTTAGGAAGCATAAGCCC

AACATCGAGAATAGTATTGTTGTCTTATTTGAACTATCCTAAGTTTATGAGCTTTT

TTGGAGGCAAATTTTATATTTAATTGTGGATTTGAGATGTTTGTAAGACAAGCTTG

TGTACTTGTATTCTAAGTTAACAATTTACATTTGAGATATAAAAAAAATTGAATTA

TCGGACCACCCTAGCGCCACTGACCTGATGCCTCCATTCCTTACATGGTTTGCTCC

AGAGCCATGTGACCCACCACCAAAGAATGTCCTGGCAAGGTGCTTCTCGCTGACC

ATCGAAACACAGAGATTCATGTCTGCCCAGTACTAGCAACAAACGAGCTAGCCA

GTAAGATTGTACTTGTTTTGGTAGCTTGCAGTCTTGCACACTGGTAGCCATCATAG

GAAGCTAGGAACGTAGGATTGTAGTGGCACATTGGTAGCGCATTGCGCATTGTTG

TGAGAAACTAGGAATGCACATCAGTAGCCGGCGGTAGGAATGTAAATTTGTAAA

TTCGCAAATAACTAGTAATTTGTAATGATGTTTTCTTCATTGTGAATGAAGATGGT

ATAATGGAGACTTTTAAGGCTGTTAGAAAGATAAGCCCAGCATCAAAAGAAATA

GAATAGTTGTCTTATTTGAACTATATTGTAAGTGTGAGATTTGCTGGAGGCAAATT

TTATACCTAATTGTGGATTCGAAGATGTTTGTAACACAAGCTTTTGTGCTTGTATT

GTAAGTTGACAATTTACATTTGAGATATTAAAAAAATCCGCTTATTGAACCACCC

TAGCTTCAAATCCTATATAAACGCCACTGACCTGATGCCTCCATTCCTTCCATGGT

TTGCTCCAGAGCCATGTGACCCCCTACCAAAGAATATCCTGGCAAGGTGCTTCTC

GCTGACCATCGAAACACAGAGCTTCATGTCTGCCCAGTCCAAGCTGGTTGTGCTT

GGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTCAA

CTTTAATGCCTCTCACATCACCGCGGACCCCTACTGGGTGGCTGCCAGGGCCACT

TGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAATG

TTGGTGCATGGTGCCAGATCGTATATGGCGTGCATTGTTGTTGGACGATCTGTAA

GCTTTTGTGCATGCAGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTT

CTCGGCCATGACATCGTGTGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGT

GGCTCGTGCTACCAGGTACATTACTTGGTCGTACATTACTTGGTCAGAGATACTAT

TTCTAGGATATCAAGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAA

ACAGAGACAGAAAACTAGATGACTAACTCCTTTCATTTGTTGCTGACCTTTTTCAG

ATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACTGTGATGATCA

CCGACATGAACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGCACGGC

GTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATC

ATCGACATCCAGTTCAGGAGGTCCGTAACATGCACTGCTCGTTTCATAGAACTAC

ATGGCAAGCAATCTGAAGGCCCTACACCAACAGAATCATACTTCCACTTCACAAT



TTGGCTTTTTTGTATGCCTATGGACAAGCCTAGTCCAAATGAAGCATAACATGAC

ATGTTCCTGTAGGGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATC

GAGCACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCG

ATGGCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGC

CAATGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCAGCTGC

AGGGGCCCTTCTCGCTGCGCATCACCGACGAGTCCGGCGAGACGCTAGTGGCTTA

CCAGGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAG

TATGAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTCTGCTGCTGGACAGG

CTATTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGGACTGCACACGGAA

ATTACGGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATTTGCATGGGATTGA

GGTGCCTTAGTTTTAATTAGCACTTGAGAGGTGACATGTCGGGTGTCCTACGCTGT

AGGTGGTGTTGTGTGTCTTCAGAGATTTGACGACTGGGATGTCTGCCGGAGGCGT

CGTCGGTCCAGTGTTTCATCTTTTCGAAAAACTTTTGAACCCAAATAATTTTCCTA

TGAATTTCGTTGATTCCTCTGC 




