IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin07G382200

Gene Model: Misin07G382200.1.p
Description: McsEXPB-38
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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binding £ite A B
Specific hits S oesemesn Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg.1l superfanily

List of domain hits k)

Name Accession Description Interval E-value
[+] DPBB_EXPE_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Bela-expansins 75-196 5.97e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 204-280 1.41e-32

SEQUENCES
Peptide
>McsEXPB-38

MPPFLPWFAPEPCDPLPKNILARCFSLTIETQSFMSAQSKLVVLGALIFFLLVSYGSCTR
IVNFNASHITADPYWVAARATWYGAPTGAGPYDNGGACGFKNVNLPPFSAMTSCGN
QPLFKDGKGCGSCYQIRCVNHPACSGNPETVMITDMNYYPVAKYHFDLSGTAFGAM
AQPGRNNELRHAGIIDIQFRRVPCIYPGQTVTFHIEHGSNPNYLAVLVEFEDGDGDVV
QVDIMEANSGWWTPMRESWGSIWRMDSKRQLQGPFSLRITDESGETLVAYQVIPAN
WAPNTYYRSNIQYEAFGSAAGQAIGSAAGQAIGSAVGLVISSAAGLHTEITGIIGLICL
VLYHLHGIEVP*

CDS (coding sequence)
>McsEXPB-38

ATGCCTCCATTCCTTCCATGGTTTGCTCCAGAGCCATGTGACCCCCTACCAAAGAA
TATCCTGGCAAGGTGCTTCTCGCTGACCATCGAAACACAGAGCTTCATGTCTGCC
CAGTCCAAGCTGGTTGTGCTTGGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGG
CTCATGCACTAGGATCGTCAACTTTAATGCCTCTCACATCACCGCGGACCCCTACT
GGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGA
CAACGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTTCTCGGCCATG
ACATCGTGTGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGTGGCTCGTGCT
ACCAGATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACTGTGAT
GATCACCGACATGAACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGC
ACGGCGTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCC
GGCATCATCGACATCCAGTTCAGGAGGGTGCCCTGCATCTACCCCGGGCAGACGG
TGACCTTCCACATCGAGCACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGA
GTTCGAAGACGGCGATGGCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTC
CGGGTGGTGGACGCCAATGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTC
CAAGCGCCAGCTGCAGGGGCCCTTCTCGCTGCGCATCACCGACGAGTCCGGCGAG
ACGCTAGTGGCTTACCAGGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACC
GCTCCAACATCCAGTATGAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTCT
GCTGCTGGACAGGCTATTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGG
ACTGCACACGGAAATTACGGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATT
TGCATGGGATTGAGGTGCCTTAG



Nucleotide
>McsEXPB-38

AAATGAAGTACAGGAGGCACAAAACTTAACCGCACGAGCCAATCTCCCATGTTC
GTGCAACCACGAGTGACGAGTCCACGACGAACGAGAAGTCCTAACTCCAGCTCC
TACCTCGTAGCAGGCGGCCGCATGTCCATTAAAGCCTAGGCTAGGCGCGAGGGC
GAGGCGGAGCGGAGGGGGCGACCTAGGGAGGGTTCGCCGATTGGGGGTAAATTT
GCGGCGCGAGGTGGCCAGCCCCCGCCGGATCCGAGCATCCGGCGACGLCTCCAC
GGAGGGGAAGCCAGGGAGGGCGGACGGGAGGAGGAGCGACCCGGCGCCTGGTA
AAAGGGAGGCTGGGAGGAGATCCGGCGGTTGGCTGGCTCGCCGGCGCGGCTTGC
GGCGGCCACCTGGCGTACCGCCGCACTGGAGTGGAGCAGGAGCTGAGGAGCGGC
GGCGAGGTAGTTCACTAATCTCACTTCTTTGGTATCTTGCAGCAGCCTTGCGCACT
GGTAGCCATGGTAGGAAACTAGGAACGTAGGATTGTACTAGCACATTGGTAGCA
CATTGCACATTACTGTGAGAAACTAGGAACGCACATTGGTAGCTATGTGGTAGGA
ATGCAAATTTGTAAAATTCGCAAGCAATTAGTAATTTGTAAAGATGTTTTCTTCAG
TGTGAATGAAGATGATATAATGGAGACTTTTGTGGCTGTTAGGAAGCATAAGCCC
AACATCGAGAATAGTATTGTTGTCTTATTTGAACTATCCTAAGTTTATGAGCTTTT
TTGGAGGCAAATTTTATATTTAATTGTGGATTTGAGATGTTTGTAAGACAAGCTTG
TGTACTTGTATTCTAAGTTAACAATTTACATTTGAGATATAAAAAAAATTGAATTA
TCGGACCACCCTAGCGCCACTGACCTGATGCCTCCATTCCTTACATGGTTTGCTCC
AGAGCCATGTGACCCACCACCAAAGAATGTCCTGGCAAGGTGCTTCTCGCTGACC
ATCGAAACACAGAGATTCATGTCTGCCCAGTACTAGCAACAAACGAGCTAGCCA
GTAAGATTGTACTTGTTTTGGTAGCTTGCAGTCTTGCACACTGGTAGCCATCATAG
GAAGCTAGGAACGTAGGATTGTAGTGGCACATTGGTAGCGCATTGCGCATTGTTG
TGAGAAACTAGGAATGCACATCAGTAGCCGGCGGTAGGAATGTAAATTTGTAAA
TTCGCAAATAACTAGTAATTTGTAATGATGTTTTCTTCATTGTGAATGAAGATGGT
ATAATGGAGACTTTTAAGGCTGTTAGAAAGATAAGCCCAGCATCAAAAGAAATA
GAATAGTTGTCTTATTTGAACTATATTGTAAGTGTGAGATTTGCTGGAGGCAAATT
TTATACCTAATTGTGGATTCGAAGATGTTTGTAACACAAGCTTTTGTGCTTGTATT
GTAAGTTGACAATTTACATTTGAGATATTAAAAAAATCCGCTTATTGAACCACCC
TAGCTTCAAATCCTATATAAACGCCACTGACCTGATGCCTCCATTCCTTCCATGGT
TTGCTCCAGAGCCATGTGACCCCCTACCAAAGAATATCCTGGCAAGGTGCTTCTC
GCTGACCATCGAAACACAGAGCTTCATGTCTGCCCAGTCCAAGCTGGTTGTGCTT
GGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTCAA
CTTTAATGCCTCTCACATCACCGCGGACCCCTACTGGGTGGCTGCCAGGGCCACT
TGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAATG
TTGGTGCATGGTGCCAGATCGTATATGGCGTGCATTGTTGTTGGACGATCTGTAA
GCTTTTGTGCATGCAGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTT
CTCGGCCATGACATCGTGTGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGT
GGCTCGTGCTACCAGGTACATTACTTGGTCGTACATTACTTGGTCAGAGATACTAT
TTCTAGGATATCAAGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAA
ACAGAGACAGAAAACTAGATGACTAACTCCTTTCATTTGTTGCTGACCTTTTTCAG
ATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACTGTGATGATCA
CCGACATGAACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGCACGGC
GTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATC
ATCGACATCCAGTTCAGGAGGTCCGTAACATGCACTGCTCGTTTCATAGAACTAC
ATGGCAAGCAATCTGAAGGCCCTACACCAACAGAATCATACTTCCACTTCACAAT




TTGGCTTTTTTGTATGCCTATGGACAAGCCTAGTCCAAATGAAGCATAACATGAC
ATGTTCCTGTAGGGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATC
GAGCACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCG
ATGGCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGC
CAATGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCAGCTGC
AGGGGCCCTTCTCGCTGCGCATCACCGACGAGTCCGGCGAGACGCTAGTGGCTTA
CCAGGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAG
TATGAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTCTGCTGCTGGACAGG
CTATTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGGACTGCACACGGAA
ATTACGGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATTTGCATGGGATTGA
GGTGCCTTAGTTTTAATTAGCACTTGAGAGGTGACATGTCGGGTGTCCTACGCTGT
AGGTGGTGTTGTGTGTCTTCAGAGATTTGACGACTGGGATGTCTGCCGGAGGCGT
CGTCGGTCCAGTGTTTCATCTTTTCGAAAAACTTTTGAACCCAAATAATTTTCCTA
TGAATTTCGTTGATTCCTCTGC





