IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10002638

Gene Model: Lus10002638
Description: LUseXPA-38
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
Query ssq. w

Superfanilie PLNOOOS0O

Llst of domain hits

Name Aot‘.i‘!lloﬂl Description Interval E-value
|+] PLNO00050 super family c expansin A: Provisional 46-266 511e-119

SEQUENCES
Peptide
>LuseEXPA-38

MNLWVRIALATFVSLSYSNLIY GHEKKPSHGSHLDKKKQHAIAGKWTHAHATFYGG
GDASGTMGGACGYGNLYSEGYGVKTAALSTALFNNGKSCGACYEIICIDDLQWCKA
ANAITVTATNFCPANYAEPNNNGGWCNPPLEHFDLSVPIFLHIAQYKAGIVPVKYRRV
TCKRIGGIRFTITGSTYFNLVLVSNVGGAGDVVAMSVKGSKTRWMRMARNWGQNW
QANDVLVGQELSFKATTSDGRSTVSHKAVPAGWQFGQTFTGSAGSVVRECSPVKRS
YSSNETYRKQTGETRHQHHGTTNDGETCAGSRHRGGFEETLSIAFEIGLIGQRRFQSR
RQTIGDGRVAREMATWVRNRLKGR*

CDS (coding sequence)
>LuseEXPA-38

ATGAATCTTTGGGTCAGAATCGCACTCGCAACGTTCGTATCCTTGTCTTATTCGAA
CCTCATCTACGGCCATGAAAAGAAACCGTCCCATGGCAGCCATCTTGATAAGAAG
AAACAGCATGCCATAGCTGGGAAATGGACTCACGCTCATGCAACTTTCTACGGAG
GTGGCGACGCCTCCGGCACAATGGGCGGAGCGTGTGGCTACGGTAACCTCTACA
GCGAAGGCTACGGCGTAAAGACCGCAGCTTTGAGCACCGCCCTCTTCAACAACG
GCAAGTCCTGCGGAGCCTGCTACGAGATAATTTGTATCGACGATTTGCAGTGGTG
TAAAGCCGCGAATGCGATCACAGTCACCGCCACCAACTTCTGCCCCGCAAACTAC
GCCGAGCCAAACAACAACGGCGGATGGTGCAACCCACCGCTGGAGCACTTCGAC
CTGTCTGTGCCAATATTCCTCCATATCGCGCAGTACAAGGCCGGCATCGTACCAG
TAAAGTACCGGCGTGTGACATGCAAGCGGATAGGAGGGATTAGGTTTACGATCA
CCGGGAGCACGTATTTCAACCTCGTGCTGGTGAGCAATGTTGGGGGAGCGGGGG
ATGTCGTGGCGATGTCGGTGAAGGGATCCAAGACGAGGTGGATGCGGATGGCGA
GGAACTGGGGACAGAATTGGCAGGCGAATGATGTACTTGTAGGGCAGGAGTTGT
CGTTTAAGGCTACTACAAGTGATGGCCGGTCGACGGTTTCACATAAGGCGGTTCC
AGCGGGATGGCAATTTGGACAGACGTTTACTGGCTCTGCTGGTTCTGTAGTACGA
GAATGCAGCCCTGTAAAACGAAGCTATTCAAGCAACGAAACATACAGAAAACAA
ACAGGTGAGACTCGCCATCAACATCATGGAACAACCAACGATGGAGAAACTTGT
GCAGGCAGTCGTCACCGCGGGGGTTTTGAGGAAACTCTAAGCATCGCCTTCGAAA
TCGGACTCATTGGGCAACGTCGTTTCCAGAGCCGCCGTCAGACCATCGGAGATGG
CAGGGTGGCTAGAGAAATGGCGACGTGGGTGAGAAACCGATTGAAGGGACGATG
A



Nucleotide
>LusEXPA-38

ATGAATCTTTGGGTCAGAATCGCACTCGCAACGTTCGTATCCTTGTCTTATTCGAA
CCTCATCTACGGCCATGAAAAGAAACCGTCCCATGGCAGCCATCTTGATAAGAAG
AAACAGCATGCCATAGCTGGGAAATGGACTCACGCTCATGCAACTTTCTACGGAG
GTGGCGACGCCTCCGGCACAATGGGTAATGTAACACAAACCGATTCTTCGAAAAC
CATTTTGCGACAAAGACTTCGTCTTTAATCTAAAAAACTCATGTCCAACTACAGG
CGGAGCGTGTGGCTACGGTAACCTCTACAGCGAAGGCTACGGCGTAAAGACCGC
AGCTTTGAGCACCGCCCTCTTCAACAACGGCAAGTCCTGCGGAGCCTGCTACGAG
ATAATTTGTATCGACGATTTGCAGTGGTGTAAAGCCGCGAATGCGATCACAGTCA
CCGCCACCAACTTCTGCCCCGCAAACTACGCCGAGCCAAACAACAACGGCGGAT
GGTGCAACCCACCGCTGGAGCACTTCGACCTGTCTGTGCCAATATTCCTCCATATC
GCGCAGTACAAGGCCGGCATCGTACCAGTAAAGTACCGGCGTGTGACATGCAAG
CGGATAGGAGGGATTAGGTTTACGATCACCGGGAGCACGTATTTCAACCTCGTGC
TGGTGAGCAATGTTGGGGGAGCGGGGGATGTCGTGGCGATGTCGGTGAAGGGAT
CCAAGACGAGGTGGATGCGGATGGCGAGGAACTGGGGACAGAATTGGCAGGCG
AATGATGTACTTGTAGGGCAGGAGTTGTCGTTTAAGGCTACTACAAGTGATGGCC
GGTCGACGGTTTCACATAAGGCGGTTCCAGCGGGATGGCAATTTGGACAGACGTT
TACTGGTAATCAGTTCTGAGCAGTAAGTGATGGCAATGAGTACGGATCATTTAGT
GTAACTGAACTTCCGTCATAATGAACAGAGTAAAGTAATTGATATGAGCTGAAGA
GACTAAGAGTTGCAGCCATTGATAAATCATAACAAAGCATTACAGAAAGATCAA
TACTTCACAAAATGGTGGGAAACCTGAGATTTCTTGCTCCACAAGTCATGTAAAT
AGAAAATGGCATACCGAAACCAGAGGAATGTACATACACTAATTGTTCTAGAAT
CCGGATCAGATCGGATAAGACAAGCAAGTCATTCTATTACAAGAACTTCCCTAGT
GGACTTCCCGGCCAAGCTTCCTCCGATGTTAGTTAGTCCAAACGCCGCTCTGCCA
AGTTCTGGAAGTACTTCCTCTATGTTATCATCCTGGTGATCATGTTCGACATGAAG
TCTTGGTTATCGTGCAGCAGCATCAACCAATGTTTCACTCTTTGTAGGCTCTGCTG
GTTCTGTAGTACGAGAATGCAGCCCTGTAAAACGAAGCTATTCAAGCAACGAAA
CATACAGAAAACAAACAGGTGAGACTCGCCATCAACATCATGGAACAACCAACG
ATGGAGAAACTGTGATTTATCTATGAATCAAACAGAAAGCAATCAATTTGTTCAA
TTCACATGCTAATCTAGACAGAGTAGCTTCACCAAACACTGTTCTTTACAACACT
AGAAACCCAAAGGAGACTGAACAGCCAAAATCATAAAAGAACTATGAAACGAC
AGTGATAATCCATGAATCAAAACAGCGGTGAAAAATCACAACACAGTCAATTTG
TTCAATTCAATGGCTAATGACAATGCACATACCAAACTACTAATCTAGACAGAGC
AGTTTCCACCAAACACTATTCTTTGCAACAGCAACAAAGTAGCAAAACACTAAGC
ATTGGTAAAGAAAAAACAGAAACAGTAATAAAAGCTAAGTTCTTTCAAGCTAAA
CTACGCTACAGAACAAAATCGATGAACTAAGAAAGAAACACAAAATTCCATTGA
AAATTAGGGGTTTTGGGGGGGATAGCCCGCTGATCCCGTCATAGCCCAAATCGAT
AAACAAATTTTTCAGGGCTTATCAGTGTGCAGGCAGTCGTCACCGCGGGGGTTTT
GAGGAAACTCTAAGCATCGCCTTCGAAATCGGACTCATTGGGCAACGTCGTTTCC
AGAGCCGCCGTCAGACCATCGGAGATGGCAGGGTGGCTAGAGAAATGGCGACGT
GGGTGAGAAACCGATTGAAGGGACGATGA





