
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.7G202900 

Gene Model: Sevir.7G202900.1.p 

Description: SvEXPB-10 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-10 

MAARVAFRIVAFAVLPVLSLLLVSPISCYGNPRSSMSPRNYTTTSRYATSVPAKAAGG

WSSGGATWYGSPYGAGSDGGACGYQGSVSQRPFSSLIAAGGPSLFKNGKGCGGCYQ

IKCTGNRACSGRPVTVTITDSCPGGLCLAGPAHFDMSGTAFGAMASRGMGDRLRAA

GILKIQYKRVPCNYNGMGISFKVDAGSNPFYLAVLIQYENGDGDLAAVHIMQQGGG

AWTPMQHSWGAMWRANSITGKPLRAPFSVRLTSGAGKVLVVRNAIPAGWRAGRTY

RSKVNYGT* 

CDS (coding sequence) 

>SvEXPB-10 

ATGGCTGCTCGAGTTGCATTCCGAATTGTGGCATTCGCCGTGCTGCCAGTCCTGTC

CCTGCTCCTTGTAAGCCCCATTTCCTGCTACGGGAATCCGAGGTCGTCCATGTCTC

CTCGGAACTACACCACCACCAGCCGGTACGCCACCTCGGTGCCGGCCAAAGCCGC

CGGCGGGTGGTCCTCGGGCGGCGCGACGTGGTACGGCAGCCCTTACGGCGCCGG

CAGCGACGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC

GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC

GGATGCTATCAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTG

ACCGTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGCCGGGCCGGCGC

ACTTCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGA

TCGCCTCCGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGCCGTGCAAC

TACAATGGCATGGGAATCTCCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACC

TCGCCGTGCTGATCCAGTACGAGAACGGCGACGGTGACCTCGCCGCTGTGCACAT

CATGCAGCAGGGCGGCGGCGCCTGGACGCCGATGCAGCACTCGTGGGGCGCCAT

GTGGCGCGCCAACTCCATCACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGG

CTCACCTCGGGCGCCGGCAAGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTT

GGCGCGCCGGTAGGACCTACCGGTCCAAGGTGAACTACGGCACCTAA 

Nucleotide 

>SvEXPB-10 

CGTTCATCCCGCAGCTGCATGTGCACGTATTTTTCTCTGACGTCTGTACGTCGTGA

TCCCTCTAAAACCATCTCCTAGCTGCTACATATAACACCCCCAAGGACCCAGTCG



AGCTTCAGAGACCAAAACAAGCTTAGCAATCCTAGCTAGCAGCTGCTCCATACAC

GCCCTCTCCACAGGAGGAGGAGAAAATCAATGGCTGCTCGAGTTGCATTCCGAAT

TGTGGCATTCGCCGTGCTGCCAGTCCTGTCCCTGCTCCTTGTAAGCCCCATTTCCT

GCTACGGGAATCCGAGGTCGTCCATGTCTCCTCGGAACTACACCACCACCAGCCG

GTACGCCACCTCGGTGCCGGCCAAAGCCGCCGGCGGGTGGTCCTCGGGCGGCGC

GACGTGGTACGGCAGCCCTTACGGCGCCGGCAGCGACGGTAAGTAGTATACGGC

ATTGATCAATGCAGGTGAAGCGTAGTAGTGACTGCTCCTGTAATGGTATGCTGGT

TTCATTGCAGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCT

CGTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGG

CGGATGCTATCAGGTTGGTTAGTGGTATGAGGGCACTGTTAGTTTATTGTGTGTTC

AAGTGTGCATTCTCTTTCTAACCACTATAATTTTTGTGCGTACTGCATGTTGTGGT

AATACGAAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACC

GTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGCCGGGCCGGCGCACT

TCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGATCG

CCTCCGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGTGCAATACATTGAGT

TTCAACTGAAGATTCTAGTGAAAAAAATCGATTTACGCACACCAGTGGTGTAACG

AAGCTTGCTGCCTTTTCGTATAGGGTGCCGTGCAACTACAATGGCATGGGAATCT

CCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACCTCGCCGTGCTGATCCAGTA

CGAGAACGGCGACGGTGACCTCGCCGCTGTGCACATCATGCAGCAGGGCGGCGG

CGCCTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTGGCGCGCCAACTCCATC

ACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGGCTCACCTCGGGCGCCGGCA

AGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTTGGCGCGCCGGTAGGACCTA

CCGGTCCAAGGTGAACTACGGCACCTAAGGCATTAGTGCAGAGTGATTGTTTTTT

TTTCGGAATGCAGAGTGATTAGGTTAATGATGTTCCGGTCTGTGAGCTCTTGCCTT

GCCAATTGTCAAAAGCAACTGTTCATGTGGATCGGAAAATGCGAGAGACGATGG

TGTAAAATTTCTTCCCATGTTCCCTGCACGGCCATTTGCACTTGAGTCATGAGTGT

CGTTTTGTCCATCTCTAAAGCAGAGACTGTAACCTTGGAATCAGAATGCTGTTTA

GTGATACCAAGACATTAATTTTCAAACCA 




