IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.7G202900

Gene Model: Sevir.7G202900.1.p
Description: SVEXPB-10
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 59-182 5.96e-72
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 191-268 1.30e-29

SEQUENCES
Peptide
>SVEXPB-10

MAARVAFRIVAFAVLPVLSLLLVSPISCYGNPRSSMSPRNYTTTSRYATSVPAKAAGG
WSSGGATWYGSPYGAGSDGGACGYQGSVSQRPFSSLIAAGGPSLFKNGKGCGGCYQ
IKCTGNRACSGRPVTVTITDSCPGGLCLAGPAHFDMSGTAFGAMASRGMGDRLRAA
GILKIQYKRVPCNYNGMGISFKVDAGSNPFYLAVLIQYENGDGDLAAVHIMQQGGG
AWTPMQHSWGAMWRANSITGKPLRAPFSVRLTSGAGKVLVVRNAIPAGWRAGRTY
RSKVNYGT*

CDS (coding sequence)
>SVEXPB-10

ATGGCTGCTCGAGTTGCATTCCGAATTGTGGCATTCGCCGTGCTGCCAGTCCTGTC
CCTGCTCCTTGTAAGCCCCATTTCCTGCTACGGGAATCCGAGGTCGTCCATGTCTC
CTCGGAACTACACCACCACCAGCCGGTACGCCACCTCGGTGCCGGCCAAAGLCCGC
CGGCGGGTGGTCCTCGGGCGGCGCGACGTGGTACGGCAGCCCTTACGGCGCCGG
CAGCGACGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC
GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC
GGATGCTATCAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTG
ACCGTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGLCCTCGLCCGGGLLGGLGL
ACTTCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGA
TCGCCTCCGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGCCGTGCAAC
TACAATGGCATGGGAATCTCCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACC
TCGCCGTGCTGATCCAGTACGAGAACGGCGACGGTGACCTCGCCGCTGTGCACAT
CATGCAGCAGGGCGGCGGCGCCTGGACGCCGATGCAGCACTCGTGGGGCGCCAT
GTGGCGCGCCAACTCCATCACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGG
CTCACCTCGGGCGCCGGCAAGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTT
GGCGCGCCGGTAGGACCTACCGGTCCAAGGTGAACTACGGCACCTAA

Nucleotide
>SvVEXPB-10

CGTTCATCCCGCAGCTGCATGTGCACGTATTTTTCTCTGACGTCTGTACGTCGTGA
TCCCTCTAAAACCATCTCCTAGCTGCTACATATAACACCCCCAAGGACCCAGTCG



AGCTTCAGAGACCAAAACAAGCTTAGCAATCCTAGCTAGCAGCTGCTCCATACAC
GCCCTCTCCACAGGAGGAGGAGAAAATCAATGGCTGCTCGAGTTGCATTCCGAAT
TGTGGCATTCGCCGTGCTGCCAGTCCTGTCCCTGCTCCTTGTAAGCCCCATTTCCT
GCTACGGGAATCCGAGGTCGTCCATGTCTCCTCGGAACTACACCACCACCAGCCG
GTACGCCACCTCGGTGCCGGCCAAAGCCGCCGGLCGGGTGGTCCTCGGGLCGGLGL
GACGTGGTACGGCAGCCCTTACGGCGCCGGCAGCGACGGTAAGTAGTATACGGC
ATTGATCAATGCAGGTGAAGCGTAGTAGTGACTGCTCCTGTAATGGTATGCTGGT
TTCATTGCAGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCT
CGTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGG
CGGATGCTATCAGGTTGGTTAGTGGTATGAGGGCACTGTTAGTTTATTGTGTGTTC
AAGTGTGCATTCTCTTTCTAACCACTATAATTTTTGTGCGTACTGCATGTTGTGGT
AATACGAAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACC
GTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGCLCGGGCCGGCGCACT
TCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGATCG
CCTCCGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGTGCAATACATTGAGT
TTCAACTGAAGATTCTAGTGAAAAAAATCGATTTACGCACACCAGTGGTGTAACG
AAGCTTGCTGCCTTTTCGTATAGGGTGCCGTGCAACTACAATGGCATGGGAATCT
CCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACCTCGCCGTGCTGATCCAGTA
CGAGAACGGCGACGGTGACCTCGCCGCTGTGCACATCATGCAGCAGGGCGGCGG
CGCCTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTGGCGCGCCAACTCCATC
ACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGGCTCACCTCGGGCGCCGGCA
AGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTTGGCGCGCCGGTAGGACCTA
CCGGTCCAAGGTGAACTACGGCACCTAAGGCATTAGTGCAGAGTGATTGTTTTTT
TTTCGGAATGCAGAGTGATTAGGTTAATGATGTTCCGGTCTGTGAGCTCTTGCCTT
GCCAATTGTCAAAAGCAACTGTTCATGTGGATCGGAAAATGCGAGAGACGATGG
TGTAAAATTTCTTCCCATGTTCCCTGCACGGCCATTTGCACTTGAGTCATGAGTGT
CGTTTTGTCCATCTCTAAAGCAGAGACTGTAACCTTGGAATCAGAATGCTGTTTA
GTGATACCAAGACATTAATTTTCAAACCA





