
IDENTIFICATION 

Species: Olea europaea 

Locus: Oeu056818 

Gene Model: Oeu056818.1 

Description: OeuEXPA-05 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0  

KEGG: https://www.genome.jp/entry/T05244  

EXTERNAL RESOURCES 

http://olivegenome.org/ 

https://genomaolivar.dipujaen.es/db/index.php  

https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OeuEXPA-05 

MAALHSWCFIFFLVIAVVGKATAAYYVPVFRPTAWKLAYATFYGDETAAETMGGA

CGYGNLFNSGYGTATAALSSVLFNNGYGCGQCFQIRCAKSQWCYRGSPSTTITATNL

CPPNWAKDSNNGGWCNPPRTHFDMSKPAFMKIAQWKAGIVPIVFRRVPCVRKGGLR

FTFQGNGYWLLVYVMNVAGGGDITQMWVKGSKTGWISMSHNWGASYQAFATLGG

QALSFKITSYTSHETIIAWNVAPSNWQVGLTYSSNVNFH* 

CDS (coding sequence) 

>OeuEXPA-05 

ATGGCAGCTCTTCATTCATGGTGCTTTATCTTCTTCTTGGTAATAGCAGTAGTAGG

CAAAGCAACTGCGGCGTATTATGTGCCCGTATTTCGTCCTACCGCATGGAAACTC

GCCTATGCCACGTTTTATGGTGACGAAACTGCTGCCGAGACAATGGGTGGAGCAT

GCGGGTATGGAAATTTGTTCAACAGTGGTTATGGTACCGCCACGGCCGCATTGAG

CTCTGTACTATTCAACAATGGGTATGGATGCGGTCAATGCTTCCAGATAAGGTGT

GCTAAGTCGCAGTGGTGCTATAGAGGCTCACCAAGCACCACCATCACCGCCACAA

ACCTCTGCCCTCCCAACTGGGCTAAGGACTCGAATAACGGTGGCTGGTGCAACCC

GCCTCGGACACATTTCGACATGTCTAAGCCCGCATTCATGAAAATTGCACAGTGG

AAGGCCGGTATTGTACCTATCGTGTTCCGCAGAGTGCCATGTGTTAGGAAAGGCG

GCCTTCGATTCACCTTCCAAGGAAACGGCTACTGGCTGCTCGTGTATGTGATGAA

CGTCGCCGGAGGTGGCGATATCACCCAAATGTGGGTTAAGGGAAGCAAGACAGG

GTGGATAAGCATGAGCCACAACTGGGGGGCTTCATATCAAGCATTTGCAACTCTT

GGAGGCCAAGCCCTTTCTTTCAAGATAACTTCATACACATCCCATGAAACTATTA

TTGCATGGAATGTTGCCCCCTCAAATTGGCAAGTGGGATTGACTTATAGTAGTAA

TGTCAACTTCCATTGA 

Nucleotide 

>OeuEXPA-05 

ATGGCAGCTCTTCATTCATGGTGCTTTATCTTCTTCTTGGTAATAGCAGTAGTAGG

CAAAGCAACTGCGGCGTATTATGTGCCCGTATTTCGTCCTACCGCATGGAAACTC

GCCTATGCCACGTTTTATGGTGACGAAACTGCTGCCGAGACAATGGGTGTGTGCC

AACTTATTTTTTGACTTATTACTTGTTGGCATGATTATATTCAGTAGTATACAAGT

TTGTTTCGTCCTACTGATCTAGAAATGTCAAAGAGACCGTTTCGTTTTTCTTTCCCT



TCTAAAATATAGGCTTGTGTGTACTGGTCTACGGCCCCTATAGCTTGACCGTGTTG

ACTTGGCTATAGAGGTGGGCCATTCCACTCACAATCCTTGTCTAACCTGGGCATA

CCTAGACCAGGGCTGCATAGGCCTAGGGAGCCCGACAAAGATTGGCACCCGATA

TGGTCCTAATCTTGATTTCTAGTTTTTAATTATGCAAAATGCCAAGGCCTCTCCTT

TGAAAGGAGACGTGGACCTGTCTGATGAGGGGACTTCATAAACTATCTAACTTTG

AAGCTATTACACCCAAAATGATGAAACCACATAACCAACATGGGTTCGGGTCCAT

CTATAAGTTGGATCCATTAGGTTCTTCAATTAGTTTAATACAAATATATATAGTGT

CTCATTAATTTGACGTCAACAGGTGGAGCATGCGGGTATGGAAATTTGTTCAACA

GTGGTTATGGTACCGCCACGGCCGCATTGAGCTCTGTACTATTCAACAATGGGTA

TGGATGCGGTCAATGCTTCCAGATAAGGTGTGCTAAGTCGCAGTGGTGCTATAGA

GGCTCACCAAGCACCACCATCACCGCCACAAACCTCTGCCCTCCCAACTGGGCTA

AGGACTCGAATAACGGTGGCTGGTGCAACCCGCCTCGGACACATTTCGACATGTC

TAAGCCCGCATTCATGAAAATTGCACAGTGGAAGGCCGGTATTGTACCTATCGTG

TTCCGCAGGTATAATTTTACTTATACATCAAATTATAATTGGATTTCTTAAGATTG

ATATCTTATGAAAGCCCATTTACTTGCATAGAAAATCACATAATTCTTAAATTGTA

TTGAAACACTACAAACTTCAATAGAAAAAATATCAAATTGCCATAAAAATAATA

ATAATAATAAATAAATTAAAGTCAAATATTCTACAAAATTATCACAAGATGTAGA

CAAAATCTTGCTGGGACAAATTAAAATTTATTCTCAATAGATACGATATTAGTTA

TCGCTCTTATTAGAATGCCCAATGCTACTAAATCTTTCACAATAAATCATATTAGT

TTCGATCCACAACTTCATCTTTACTATTTCATACTAAGATTGCATAACACTTTTAA

ACACAAGCTATGTCATCTCTAACAACACATTCACCATGTCAAATTCTTGTTGTAGA

GTGCCATGTGTTAGGAAAGGCGGCCTTCGATTCACCTTCCAAGGAAACGGCTACT

GGCTGCTCGTGTATGTGATGAACGTCGCCGGAGGTGGCGATATCACCCAAATGTG

GGTTAAGGGAAGCAAGACAGGGTGGATAAGCATGAGCCACAACTGGGGGGCTTC

ATATCAAGCATTTGCAACTCTTGGAGGCCAAGCCCTTTCTTTCAAGATAACTTCAT

ACACATCCCATGAAACTATTATTGCATGGAATGTTGCCCCCTCAAATTGGCAAGT

GGGATTGACTTATAGTAGTAATGTCAACTTCCATTGA 




