
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.1G109500 

Gene Model: PhHAL.1G109500.1.p 

Description: PhhEXPA-04 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-04 

MGGACGYGNLYAQGYGTRTTALSTALFANGAACGQCYKLVCDRKTDRTWCKPGV

SVTVTATNFCPPNWSIPSDRGGWCNPPRPHFDMAQPAWEKIGVYRGGIIPVIYRRVSC

VKKGGVRFAINGHDYFNLVLVTNVAGPGSIRAMDVRGSRSPDWMPMARNWGANW

HSLTYLNGQGLSFRVTVTDGQTIVFANVVPPNWRFGQSFASNLQFNL* 

CDS (coding sequence) 

>PhhEXPA-04 

ATGGGAGGCGCGTGCGGGTACGGGAACCTGTACGCGCAGGGCTACGGCACGCGC

ACGACGGCGCTGAGCACGGCGCTCTTTGCGAACGGCGCCGCCTGCGGGCAGTGCT

ACAAGCTGGTGTGCGACCGCAAGACGGACCGGACGTGGTGCAAGCCCGGGGTGT

CGGTCACCGTCACGGCCACCAACTTCTGCCCGCCCAACTGGAGCATCCCCAGCGA

CCGCGGCGGCTGGTGCAACCCGCCGCGGCCGCACTTCGACATGGCGCAGCCGGC

GTGGGAGAAGATCGGCGTCTACCGCGGCGGCATCATCCCCGTCATCTACCGAAGG

GTGTCGTGCGTGAAGAAGGGCGGGGTGCGCTTCGCCATCAACGGGCACGACTAC

TTCAACCTGGTGCTGGTGACCAACGTCGCGGGGCCGGGGTCCATCAGGGCCATGG

ACGTCAGGGGGTCCCGGTCGCCGGACTGGATGCCCATGGCGCGCAACTGGGGCG

CCAACTGGCACTCCCTCACCTACCTCAACGGCCAGGGGCTCTCCTTCAGGGTCAC

CGTCACCGACGGCCAGACCATCGTCTTCGCCAACGTCGTGCCGCCCAACTGGAGG

TTCGGGCAGTCCTTCGCCAGCAACCTGCAGTTCAACCTCTGA 

Nucleotide 

>PhhEXPA-04 

CGCCACGTTCTACGGCGGCGCCGACGCCTCCGGCACCATGGGTAAGCCCCACCTA

CTACCTGCCGCTCACAACGCACGCACGCGACGTGCTAATCGTAACGGCTGATGTG

CGACGCGACCTATCCATTGCAGGAGGCGCGTGCGGGTACGGGAACCTGTACGCG

CAGGGCTACGGCACGCGCACGACGGCGCTGAGCACGGCGCTCTTTGCGAACGGC

GCCGCCTGCGGGCAGTGCTACAAGCTGGTGTGCGACCGCAAGACGGACCGGACG

TGGTGCAAGCCCGGGGTGTCGGTCACCGTCACGGCCACCAACTTCTGCCCGCCCA

ACTGGAGCATCCCCAGCGACCGCGGCGGCTGGTGCAACCCGCCGCGGCCGCACTT

CGACATGGCGCAGCCGGCGTGGGAGAAGATCGGCGTCTACCGCGGCGGCATCAT

CCCCGTCATCTACCGAAGGTGATACGCACGCAACGATCGCAGCACATCAGAAAT



AATTGTCTTTCTACACACATCGATCGTCGATCGATCTCACCACGTCGATCTCCAAA

CCAAATTGCAACTGGATTGCAGGGTGTCGTGCGTGAAGAAGGGCGGGGTGCGCT

TCGCCATCAACGGGCACGACTACTTCAACCTGGTGCTGGTGACCAACGTCGCGGG

GCCGGGGTCCATCAGGGCCATGGACGTCAGGGGGTCCCGGTCGCCGGACTGGAT

GCCCATGGCGCGCAACTGGGGCGCCAACTGGCACTCCCTCACCTACCTCAACGGC

CAGGGGCTCTCCTTCAGGGTCACCGTCACCGACGGCCAGACCATCGTCTTCGCCA

ACGTCGTGCCGCCCAACTGGAGGTTCGGGCAGTCCTTCGCCAGCAACCTGCAGTT

CAACCTCTGAGCAAGCAATGCGTACGTACGTGCTGCCTCTGATCTCGACCTCCGA

TCGATCGATTAAGGTGTTTGGTATAGGATGCAGCATATACCTCGATCGATTTGGA

AGACATGATGTGGAGAGAGAACTGGTTGCCATATCTGTAGGAATTGTACTTATTA

CTACCTGCTTGGAAGAATTCGATCAAAAGATATTTTTGTTGATTGCTTGCGCTTGT

AGTGTGCTGTGTGATGTACATAAAGAGATTTTATTGCTCATTTCATGAAGCGATG

CTCAAATGAATTACTCCGATTCTTTTTCAA 




