
IDENTIFICATION 

Species: Arachis duranensis 

Locus: XP_015954129 

Gene Model XP_015954129.1 

Description: AdEXPA-08 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis  

KEGG: https://www.genome.jp/entry/T04300  

EXTERNAL RESOURCES 

https://peanutbase.org/organism/Arachis/duranensis 

https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
https://www.genome.jp/entry/T04300


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AdEXPA-08 

MKMAPLIMISSCFVWNLCMVLIGVSVSVPVEAKSWLKAHATFYGANQSPISLGGACG

YDNTFHAGFGVNTAAVSTMLFRGGEACGACYQVICDYRVDPKWCLRRRSVTVTAT

NFCPPNNQGGWCDPPHHHFDMSAPSFFRIARQGSEGIVPVLYTRVPCKRRGGVRFTL

RGQSNFNMVMISNVGGSGDVKAVSIKGSRGRSSWLPMHRNWGANWQSSVDLRNQR

LSFKLTLADGKTLLFLNVVPSSWRFGQTFSSRNQFS 

CDS (coding sequence) 

>AdEXPA-08 

GAAAAGCAGTTTGTCTAGTGAGAATGAAAATGGCGCCTCTTATTATGATTTCATC

ATGTTTCGTTTGGAATCTCTGTATGGTTCTTATCGGAGTAAGTGTTAGTGTCCCTG

TTGAAGCTAAATCTTGGCTTAAAGCTCATGCAACTTTCTATGGGGCCAATCAAAG

TCCCATCAGCCTCGGGGGAGCTTGTGGTTATGACAACACCTTTCATGCTGGGTTTG

GTGTCAACACTGCGGCGGTGAGCACCATGCTCTTCAGAGGTGGTGAGGCTTGTGG

AGCATGCTACCAAGTGATTTGCGACTACCGGGTCGACCCAAAATGGTGCCTCCGG

CGACGAAGTGTGACCGTAACTGCCACCAATTTTTGCCCTCCGAACAACCAGGGAG

GGTGGTGTGATCCACCTCACCATCACTTTGATATGTCCGCTCCGTCTTTCTTTCGC

ATTGCAAGACAAGGCAGTGAAGGCATTGTTCCCGTTCTCTATACAAGGGTGCCAT

GCAAAAGAAGAGGTGGAGTGCGATTCACGTTGAGGGGGCAATCCAATTTCAACA

TGGTGATGATATCCAACGTGGGAGGCAGCGGGGACGTGAAGGCCGTCTCGATCA

AAGGATCGAGAGGTCGCTCGTCTTGGCTGCCCATGCACCGCAACTGGGGAGCCA

ACTGGCAAAGCAGTGTGGATCTCCGGAACCAGAGGCTCTCATTCAAGCTTACATT

GGCAGATGGGAAGACACTGCTGTTCCTCAATGTTGTTCCTTCTAGTTGGAGGTTTG

GACAGACGTTTTCATCAAGAAACCAGTTCTCTTGA 

Nucleotide 

>AdEXPA-08 

TTACTTTTATTTAAAATGTGGCCAAATAAATAAATTATATTTTTTAAACAAGATTA

TCATGAAAAGATGTTTTTGACGTCTTCATTAGTGCCCATTCTAAATGCCTACTTTT

TTATTGGACTATTCAATGCACTATTCACTCTCAATTATTTGTTGCTTCTAGTGTAGC

AGTTCTTGTCTCTCTAAACTAATATTTCGTTATTCCATATATGTAAATGAAATAAT

AAAAGTTTAACATACACATCATATCACATTAGGAGCATTAAAAAATATATAATTG



GAACGTATATATGATTTTCTCCATTAGTGAATAAATAATCCGAAATAATACATAC

ATTTTTTGCAAGGAAATTTTGAAAGAATAACTAAAGAACGCAAATTATATTATAA

ATTATAAATATTATTATAAATATAATTAAGGTCCACTCCAGCCTTTTAAAAACGG

CATGGTTGTGGACATGTGAATTCGATGGCTCTCCCTTTCCAGCTAGTGATAAGATT

CAAGAGAACTGGTTTCTTGATGAAAACGTCTGTCCAAACCTCCAACTAGAAGGAA

CAACATTGAGGAACAGCAGTGTCTTCCCATCTGCCAATGTAAGCTTGAATGAGAG

CCTCTGGTTCCGGAGATCCACACTGCTTTGCCAGTTGGCTCCCCAGTTGCGGTGCA

TGGGCAGCCAAGACGAGCGACCTCTCGATCCTTTGATCGAGACGGCCTTCACGTC

CCCGCTGCCTCCCACGTTGGATATCATCACCATGTTGAAATTGGATTGCCCCCTCA

ACGTGAATCGCACTCCACCTCTTCTTTTGCATGGCACCCTATTTTTATGTGATGTA

CGGACATGCATGAAATAGAGATTAACTATATAGTTCGTAGACATTAGGGCACTAA

TTAAGATCGTATTAGCTTAGTATTGCTCTAGATATATTATTATCAATGAAAAGGTC

CCTTTTCGAAATTAAAATAAAATATAACTAAATGGAATTTATGAAATTTATTTAA

ATGTCCATACTTTTTTATTTTTAGTTAGATTTAAGTTTATGGAATATTAATTTTGTA

ATATAGTATTAGTACTTGACCAAAAAGTGTGAAATAACATATTAGATATATAATT

TTTTATATATTTCTACCCAACAATTTAAATTTTTAAAATAAATTTTTAGATATATAT

GTTGTTAGACTATTATATTAAAAAAATTAAACTAAAAATATTAAATTGATAGCTA

AATATAATGAAAAAAATAATACATTATAGTGGTCCCTAATATTTCTCAAATTTTAT

ATATCCACAACTAATGTTTCAAGTAAATCTACAAATGTCATTATTAGGTTCATTTT

TTTTGAATTGGCAATAGCATGTGTGTTATGCGTGAATGTGGAGAGCATATGTGCT

AGACATGGATGTTGGATAGTTTGTTTTGAAGTGTGAATGTGAAGAACATAGGTGC

TAGACATGAATGTAGGATAGTTTGTTTTGAATCAGTAAAAAGAGAAATCAGACTA

TCCGATTTTTTTATTAAAAAAATTTACCTTCTAATAGGATAGTCCGAGTTGTGTGA

TAGAGAGAATTTAAATTTTGGCTAAACTAATTGGACCGTCCAATTTGTATATTTTA

AATTTTTTAATTATTTAAACACAAATCGGAGGGTCCGATTTTTATATAAAAATAA

AAAATCGGACGGTCCAATTTTTGTTCTACGTAAAATACCTATATACTCAATAACT

GCGTCTTACACCATTTTTCTTTTTATATCTATAAAAAAATGTGCCATTATTAAGCC

CTGCCTCGTCGACCCTTTATCGTTTTTTTTATTATTATTTTAATTTAATTATTGTTAC

CTTGTATAGAGAACGGGAACAATGCCTTCACTGCCTTGTCTTGCAATGCGAAAGA

AAGACGGAGCGGACATATCAAAGTGATGGTGAGGTGGATCACACCACCCTCCCT

GGTTGTTCGGAGGGCAAAAATTGGTGGCAGTTACGGTCACACTTCGTCGCCGGAG

GCACCATTTTGGGTCGACCCGGTAGTCGCAAATCACTTGGTAGCATGCTCCACAA

GCCTCACCACCTCTGAAGAGCATGGTGCTCACCGCCGCAGTGTTGACACCAAACC

CAGCATGAAAGGTGTTGTCATAACCACAAGCTCCCCCTTCAAATGCAATAAATAA

GGTTCAATGCTAATTGAATTCAATAAAATATCATGAACAACAATATTGCTTCTCA

TGGTAAAATATAATAATAAAGAAGGAATAAAACGCAGATATCTTTTGTTTTGGCC

TTCAGTTTTGAAGTATCTTTAATATTTACATCCCTTGTTAACTGTCAACACTTTTTT

TCACTATTTTAGACTAGCTTATTTTGTATCTAACTTTTGTCTAAATTACTTTTTAGA

GTAATTTTAAAATATTTAAAGCTTTTTAATTTTTATACTTTTAAATTTAAAATTAAT

TATTTTACCTATTTTAATAATTAAACAATACTTTTTAGACACCATAACAAACACCT

TTACACTATGCATTGAGCATACATCTTTTCTTTTTTGTTTTCTGGATTTATTTTTTG

GGTTTAATTACTATTATATATGAAAACAACAAAAAGTTCGGTATGATAGATAATT

ACTTGTTTTCTAATAATTAACTTTGTTACTTAATTAAAAATCACCTAAAACTTAAA

TTGAATAAGCATAAAATAATTAGATCTCACTTTTTTTAATACAAAAGAGTGCTTAT

TCTAAAAAAAATTAAATTGTTAGATAAAAATATATAAGTACACATATACATATAA

ATAGATATATATCTTATACACTCATGCAATAAGGTCATTTTTTGTTTTATATATTTT

TTATTTTTCAAAGTCATAATTATCGTAAAAGAAAAAAAGTAAGGAAATATCTTGA



TTAAGGTAAAAAAAATCGAAATTTTATATAAAATAAAAAAATAAATTAAATTCAC

AAAATATAAAATTTTAATAAAATTTAAATCATCAAATCATTAGACTTAATATAAA

TTTCGTAAAATTGATTAATTTATTTAAAATCTAATATTCAAAAATTTTAAAAGTTA

AATAGAAATTATATCTGCTATTGTTTATATCTTATTTTGCTCACTTATCAGACTGC

AAGAATAGGTTAGATCAACTCACAAGAATAACGTCTATAGAAGGATTTTTCTATA

TTTGATGAGCACTATGCCCGAAATATTTCAACTCACAAGAATAACGTCTATACAA

GAATTTTTCTATATTTGGTGAGCACTATGCCCGAAATATTTATCATGTAGGTATAT

ATAACGAGAAATACTATATAATTAATTAACTGTTAATAAAAAATAATAAATTTTA

ATTATCCTCTAATATTCCATGTATATAATTTATGACACTATGTATGTAGCGTGTGT

TAAAAAGTAACATACCGAGGCTGATGGGACTTTGATTGGCCCCATAGAAAGTTGC

ATGAGCTTTAAGCCAAGATTTAGCTTCAACAGGGACACTAACACTTACTCCGATA

AGAACCATACAGAGATTCCAAACGAAACATGATGAAATCATAATAAGAGGCGCC

ATTTTCATTCTCACTAGACAAACTGCTTTTCTTGCTGNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNN 




