
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0034s0027 

Gene Model: Kalax.0034s0027.1.p 

Description: KlEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-13 

MAVAAMASFTASIHLLAVLSFAAFFRACLADYGGWQGAHATFYGGGDATGTMGGA

CGYGNLYSQGYGTETAALSTALFNNGLSCGACYEMRCDDDPKWCIPGTITVTATNFC

PPNPGLSNDNGGWCNPPLQHFDLAEPAFLKIAQYRAGIVPISFRRVPCMKKGGVRFTI

NGHSYFNLVLITNVGGAGDVRAVSIKGSGTGWQPMSRNWGQNWQSNSYLNGQSLS

VQVTTSDGRTLTSMNAAPSSWQFGQTYQGGQF* 

CDS (coding sequence) 

>KlEXPA-13 

ATGGCCGTTGCAGCAATGGCATCGTTTACTGCTTCAATTCATCTGCTGGCAGTGCT

TAGTTTTGCTGCCTTCTTTCGTGCATGTCTTGCTGATTACGGAGGATGGCAAGGCG

CCCATGCCACGTTTTACGGCGGCGGCGACGCCACTGGCACAATGGGAGGGGCTTG

TGGATATGGAAACCTGTACAGCCAGGGGTACGGGACGGAGACGGCTGCTCTGAG

CACAGCTTTGTTTAACAACGGGCTGAGCTGCGGCGCGTGCTACGAGATGCGATGC

GATGATGATCCGAAGTGGTGCATCCCTGGGACGATCACCGTCACAGCCACCAACT

TCTGCCCACCGAATCCGGGCTTGTCGAATGACAATGGGGGCTGGTGCAACCCGCC

CCTCCAGCATTTCGATCTGGCTGAGCCCGCTTTCCTCAAAATCGCTCAGTACCGCG

CAGGGATCGTTCCCATTTCATTCAGAAGAGTGCCGTGCATGAAGAAAGGAGGAG

TGAGGTTCACGATCAACGGCCACTCTTACTTCAACCTGGTCCTGATCACGAATGT

GGGCGGCGCAGGGGATGTGAGAGCTGTTTCAATCAAGGGCTCCGGCACAGGATG

GCAGCCAATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCAACTCTTACCTCAA

CGGCCAGAGCCTCTCAGTCCAGGTGACCACCAGCGACGGAAGGACCCTGACAAG

CATGAACGCGGCTCCGTCTAGCTGGCAGTTCGGACAGACATACCAGGGTGGTCAG

TTTTAG 

Nucleotide 

>KlEXPA-13 

ATTTCAACATTTGTATAATTTATGTGGCTGAAGCTGAATCGAACAGACATGGGCA

TCACAATCTTTGTCACCCTATTCACTTCCAGTTTTTTTTTTTTTTTTTGTGCTATGGT

CAGGGTCGCACATTCAGAAAAGTTCATCCTCACTGCGGGCCAGCTCACGCACACA

TTCAACGTATCTAAGCGTAAATGCGGTACTAACAGCACTTGAATTCAGAATCTTG

AGATTGTTAGACAATACGACAAAACTACTAGGCCAGCACTTTGTTGATTTGCCAC



CATGATCTTCACTTTATTTTCTTCTATATAAAGTCTGCGTATTATCTTGCAAAACA

CCAAAACGAGAAGCTTCAACTCTCTTCCTGATCCCATACAGGATGGTTATCTGAG

TGTCCTTTTTGAACCCAAGTCAATAAGTCATGGCCGTTGCAGCAATGGCATCGTTT

ACTGCTTCAATTCATCTGCTGGCAGTGCTTAGTTTTGCTGCCTTCTTTCGTGCATGT

CTTGCTGATTACGGAGGATGGCAAGGCGCCCATGCCACGTTTTACGGCGGCGGCG

ACGCCACTGGCACAATGGGTTAGTGTAGCAAACATGGTGGTGCCGTTAGAGTTGA

ATGTTCTGACAGTTGTTGATGTGGGTTGGTTGGATTTTGCAGGAGGGGCTTGTGG

ATATGGAAACCTGTACAGCCAGGGGTACGGGACGGAGACGGCTGCTCTGAGCAC

AGCTTTGTTTAACAACGGGCTGAGCTGCGGCGCGTGCTACGAGATGCGATGCGAT

GATGATCCGAAGTGGTGCATCCCTGGGACGATCACCGTCACAGCCACCAACTTCT

GCCCACCGAATCCGGGCTTGTCGAATGACAATGGGGGCTGGTGCAACCCGCCCCT

CCAGCATTTCGATCTGGCTGAGCCCGCTTTCCTCAAAATCGCTCAGTACCGCGCA

GGGATCGTTCCCATTTCATTCAGAAGGTGAGCTCAGACAAATGGTTATCTACATT

ACTGCAGTTGTCAGCTCAGTTCTGATTAGCACACTTTTGCAGAGTGCCGTGCATG

AAGAAAGGAGGAGTGAGGTTCACGATCAACGGCCACTCTTACTTCAACCTGGTCC

TGATCACGAATGTGGGCGGCGCAGGGGATGTGAGAGCTGTTTCAATCAAGGGCT

CCGGCACAGGATGGCAGCCAATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCA

ACTCTTACCTCAACGGCCAGAGCCTCTCAGTCCAGGTGACCACCAGCGACGGAAG

GACCCTGACAAGCATGAACGCGGCTCCGTCTAGCTGGCAGTTCGGACAGACATAC

CAGGGTGGTCAGTTTTAGAAGACATGCCGACTGAAAGACAAAGCGTGCTTACTTA

TTTATGTCTCGAGTAGTAAAATGCTGGCTGCAGTAAGAAGCTGGCGTTGGCAGAG

CAGGGTAGTTTATTTTTAACCTGCGACTGTTTGTCGAATGGCTGAGGTAGCTAAAT

TGGCGCCCGCTAAGCCTTTTTTTATGTATAAGAAGATGACGAATATAATGAGACT

TTTCCATTACAAGTAGAGCAATACTTGAAGATTCTACCATCGGCAGCCAGGAGTT

TCTGTTTACATTCTTGGGTATGAAAAATGGTGCTGCTGCGTAGAATTCCGACAAA

GCCCACTGAAAACTAAAAGGTCCTAATATTGGTCCTCTTCAAGGCTGAAAAGCCA

ACAACCTTTACATTCCATGTGACCACAAATATTCACTTCTGTTAAACCAACAGGA

AAGAGCCAGCAACTTTGTAGGTCTGCAGATAGAGCAGGATTTGCAGCTGAAGATT

GATGTTGAATTCAAGTGTCCTTATCTTTGGGTAAACCTCTAGGGATTCTACCCATA

ACATTGTCATCAACTACCTTATAGTGCTTCGAAAATTGCCTCTGCAGTACGCCACA

ACACTTGTCAATAGGCTCCCGGAATCTACTGTACAAAGCAGGAACTGTGATCGAT

ATGATGGTCCCTGCCAAATTTTGAAGATATTCAGATGAAAGGGGTGATGTTCTGA

CATTATAAGATAACTTGGTAATTTGCAAGTAGCATATTCTCCTTATTTTTAACACT

GACGGGATATTGGAAAAGTATTGAGAAAGAAAGAATTGCTAAAAAAAAAAAAA

AGAGAATTGGTGTTTAACTATTTACCCCGGGAAAGATTATTAGATGGAGGATCTA

ACAAGAAAGTTTTATTGGATTTGAAGAGTTAC 




