
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy9G273900 

Gene Model: Brasy9G273900.1.p 

Description: BsyEXPA-23 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPA-23 

MCKSRSTGLARFSSTLHRSHPLPRFASLHSIPLTHTDEHLGAMAPPLLLLVLFLLPALA

AGHQHPSSYGSSALSEWRHAKASYYAADPEDAIGGACGFGDLGKHGYGMATVGLS

TALFDRGASCGGCYEVKCVEDLKYCLPGTSIIVTATNFCPPNYGFPADAGGVCNPPN

HHFLLPIQAFEKIALWKAGVMPIQYRRVKCLRDGGVRFSVSGRSFFFTVLISNVGGAG

DVSSVKIKGTDSGWLSMGRNWGQIWHINLDLRGQPVSFELTSSDGAMLTDFTAVPK

NWEFGKTYTGKQFLL* 

CDS (coding sequence) 

>BsyEXPA-23 

ATGTGCAAAAGCCGAAGCACTGGCCTTGCACGGTTCAGCTCTACACTTCACCGTT

CACACCCTCTCCCCAGGTTCGCTTCACTCCATTCCATTCCACTGACGCATACGGAC

GAACACCTGGGGGCCATGGCTCCCCCGCTCCTCCTCCTCGTCCTCTTCCTCCTCCC

GGCCCTCGCCGCCGGCCACCAGCACCCGTCCTCCTACGGGTCCTCCGCCCTCTCC

GAATGGCGCCACGCCAAGGCCTCCTACTACGCCGCCGACCCCGAAGACGCCATC

GGCGGGGCGTGCGGGTTCGGGGATCTGGGGAAGCACGGGTACGGGATGGCCACG

GTGGGGCTGAGCACGGCTCTGTTCGACCGCGGCGCGTCGTGCGGCGGCTGCTACG

AGGTCAAGTGCGTGGAGGATCTCAAGTATTGCCTCCCCGGCACCTCCATCATCGT

CACGGCCACCAACTTCTGCCCCCCCAACTACGGCTTCCCGGCCGACGCCGGCGGC

GTCTGCAACCCGCCCAACCACCATTTCCTCCTCCCCATCCAGGCCTTCGAGAAGA

TTGCGCTCTGGAAGGCCGGCGTCATGCCCATCCAGTACCGCCGCGTGAAGTGCCT

TCGTGATGGCGGTGTGAGGTTCTCTGTCTCCGGGCGGAGTTTCTTCTTCACAGTTC

TAATCAGCAATGTCGGTGGTGCTGGCGATGTAAGTTCAGTGAAGATCAAAGGAA

CAGACTCTGGCTGGCTCTCAATGGGCCGCAATTGGGGCCAGATATGGCATATCAA

CTTGGACCTCAGAGGGCAGCCAGTGTCCTTCGAACTCACCTCAAGCGATGGCGCG

ATGCTGACAGATTTCACTGCTGTGCCCAAGAATTGGGAATTTGGCAAAACATACA

CTGGCAAGCAATTCCTGCTCTAG 

Nucleotide 

>BsyEXPA-23 

GTTAGTAACAAACAAAAGCTAGTTTCAGAGGAAGAAAAAAAAGAAGAAGCAAA

ATCTACTCAACAAGAAAAACTGCACTAAAAGCACATACATAAAGCCAAGAAGAC



CCCAGAATGTGCAAAAGCCGAAGCACTGGCCTTGCACGGTTCAGCTCTACACTTC

ACCGTTCACACCCTCTCCCCAGGTTCGCTTCACTCCATTCCATTCCACTGACGCAT

ACGGACGAACACCTGGGGGCCATGGCTCCCCCGCTCCTCCTCCTCGTCCTCTTCCT

CCTCCCGGCCCTCGCCGCCGGCCACCAGCACCCGTCCTCCTACGGGTCCTCCGCC

CTCTCCGAATGGCGCCACGCCAAGGCCTCCTACTACGCCGCCGACCCCGAAGACG

CCATCGGTAAGCATAACGCTCGCCCGGCTCTTTTTTCATGGCCATCTGCATCCAAG

AAACAAATCTACCAGACTGTCCTTGCACTTCTAAATTCTTTGTATCCATGCCCGAA

GCATTAATTTTTTTTCCTCTTTCGGCGGGTGCCGCAAAGGAAATTCCAACAAACCG

CACGCTCAGTTTACCAGACTTTCTGCTCGTACAGTTCCTGGAATTGCTTCCGCTGT

TCTGGTTCCAATCACATGAATGTAATTGATTTGTGCTTTGGGATGCGGCGTGCAG

GCGGGGCGTGCGGGTTCGGGGATCTGGGGAAGCACGGGTACGGGATGGCCACGG

TGGGGCTGAGCACGGCTCTGTTCGACCGCGGCGCGTCGTGCGGCGGCTGCTACGA

GGTCAAGTGCGTGGAGGATCTCAAGTATTGCCTCCCCGGCACCTCCATCATCGTC

ACGGCCACCAACTTCTGCCCCCCCAACTACGGCTTCCCGGCCGACGCCGGCGGCG

TCTGCAACCCGCCCAACCACCATTTCCTCCTCCCCATCCAGGCCTTCGAGAAGATT

GCGCTCTGGAAGGCCGGCGTCATGCCCATCCAGTACCGCCGGTATGCACGATTCC

TAGCTGCATCATTTGCTGTTTGCTTCTGCCGCACTCTATTTTACACTGGTTGTTAGC

CTAGATCTAAGGCTAATATTTTTCAGTTTCCTAATCACTCTGTGTCGAACTGAAAA

AGTGACCTAGAATTGCATTGGTTTGCGTAATGTGGGATCCCAAAAAAGCTGAATT

GCAAGTATCCGTTGGTGAGGAGAGTATGGAGGGGAGGAAGTGGACCCTCTTCCA

GTGTTGTGAAATTCTGTTTAGGGTTCGAATTGGGGTAGTTTTATCTGCTGTAATGT

GCCTTAGTTTGCCCTTCGATAAGTGTTTTATCATGTGTCACCGAAAGGTGGTCCTG

TGCCTCACATGTCAGTGACACGTGGCATCTATCAAAGGGTAAAATAAGATTGAGC

ATTTCATCAAATCTCCTTAAAAAAAAGGTAGAAAGAGCTCTACCTTATACATAGG

AAAAACAGTCCTAGAGGACAAGAGGTGCATAAAACCAAGTATTAATGTATTGAT

GCAGCATTGACTATCTAGAGGATCACATGCTCGATTTGCATGAGAAATACTGTAT

AGAGTTCTGGTTCAGTAGTTGCTTCCTATTCGTTGGTGTAAGCATAATGACTTCTG

CATATGCTACAGTTTATTTAGTTTTGGTGGTAATATGTGCTGGGTTGGCATTAAAA

CAGAGCTATCATCTCGATCATAATAACCTGATGATTTCTAGTAGTTGTCATTCTAA

ATCTTGCTTAACAGCGATGCTTCTTTATTCCAACATTCATGGTTAGTCTAAGGTTA

CTAGAGTGCAGAATCGGTAGGCTGAGCTAAGATAACCCATATGAAGTTTAAAAA

TGAAAAAATCCCTCATATGTAAGCATGTATTCTGGATTTTGTTAACAGCTAGATTG

TTTTTTTATTGCTGCTTTAAGAATTGTTTTGAACAATATTAATGGAGAGGCTCCAA

GAAATAGTCCAGGAACTTCTAGAATTGTTGATCTGCAGCATAAAACAAATCTAGC

AGACGAGCATCGCCAAGTTATTTGCTTCTCAGGTTACATGAGGTGCCCTTTAGTA

CCTGGTCAATACCAAACTGGCCCAACCAATTGTGGTGACACATTCACAGTAGTTG

TCCTCATATTCTGTGTTCGCGTTAGATATTTATGCCGGTTGGTACTCAATGAGTAG

CTCTTTGGGATCCTTTAAACTTTGTTGTTTAGGTCTTCATTAGCTATTGGTTCCAAA

CTATTACATTCATAGCTTAGCTTGTGCATACTCTTCTTGTTTCCCAACCAGTTGTG

GTGGCACATTCAGTGTACTTGTCCTCATATTCTGTGTTTGCGTTAGATATTTATGC

TGGTTTGTACTCATTGAGTAGCTCTTTGGGATCCTTTAAACGTCGTTGTTTAGGTC

TTCATTAGCTATTGGTTCCAAACTGTGTCATTAATCAGCTTAGCTTCTGTATACTC

TTCTTGTTTACTCCTGATTCACGTCTGTAAATCAGGTACTACGCTTGTCTCATTAA

GAATATACGCTATACCGAAAGAGGCATTTTCTAATTGCTTGAAAAGTATTTTAGA

TGTATAAATAATCTTTACATTGGTCTAAGTTCGCAATCTAGCTGTGAAGTGCATCT

GCAAGATGGCTTCCTAAATGACGGATTAATACAATGTACTTTTATGATCCTAAGG

ATTTCATGTTTCATAGTACGACAATTGGCCTGAGGGCATTTGGCAGTAATAAATC



CATCCTGTTGTGCTCAGACACTAAACCATGTCATTTTGAGTTTCATCACTTGTTAC

ATTGCTCCTTGAGTGTTATAGCACGTCGCATGGTTTTCATGATAACACACGAATG

AGGACAAATAAAGCTTTCTGTATCATTACTATGTTAACCTATCGAAACAAAGCAA

AAATAGCTCAGGTTTTGGCTGAGGTTGACATGTTTCTTTATTAACAGCGTGAAGT

GCCTTCGTGATGGCGGTGTGAGGTTCTCTGTCTCCGGGCGGAGTTTCTTCTTCACA

GTTCTAATCAGCAATGTCGGTGGTGCTGGCGATGTAAGTTCAGTGAAGATCAAAG

GAACAGACTCTGGCTGGCTCTCAATGGGCCGCAATTGGGGCCAGATATGGCATAT

CAACTTGGACCTCAGAGGGCAGCCAGTGTCCTTCGAACTCACCTCAAGCGATGGC

GCGATGCTGACAGATTTCACTGCTGTGCCCAAGAATTGGGAATTTGGCAAAACAT

ACACTGGCAAGCAATTCCTGCTCTAGAGGAGAATTAACAAATAGTGCATTACAAT

TACTCACTTATTTTTGTGTTCATCCTACGAGTTGGTTGCACTGTATATCTCTGAGG

AACAAAATTATTAGGAAAAAAATATAATCTCTACTGTATATTCCTCCGAGGAACG

ATATGATTATTAGGAAGAAATCTGTTCAGTGCAGAGCTTCGGATAGAATTGTTCT

GAAGATTTAAGACGCTTACAAATGATGCATGTAGTGTTTCAAAGTTGTAACTCCA

GAAGCTTGATGTACCATTGAAACATAGAAAGACATGTTCAGTATCTTGATTGTAT

ATCTGTATTGATTATTGTTACTTTATCCTACTCCCTCTGATCCTAAATTCTTAACTC

AAATT 




