IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62026939

Gene Model: AUR62026939
Description: CQEXPA-32
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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GENE STRUCTURE
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Legend:

Exon — Iniron
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Query seq.
Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+ PLND0050 super family c131535 expansin A; Provisional 34-257 3.14e-82
SEQUENCES

Peptide

>CQEXPA-32

MKSSLLGIILAVLFLVVFVSNVHAKRPNFRPGPWRIGRATFYGGSDGSGTFEGACGYG
DITTKEGKGGFGVQTAAISTALFNNGAACGSCYELSCEEPAKGCKAGASTITITGNNW
CPDGGWCSPPQEHFDLTQPAFLQIAEYKAGVVPIKYRRVPCIRTGGIRFSISPHSNPYY
LLVLIWNVAGAGDVESVMIKGDKGKPFKPMKRNWGQNWESDDNYVGQSITFRVRT
SDGKKSTSWHVVPNTWQFGQTYEGKNFR*

CDS (coding sequence)
>CgEXPA-32

ATGAAGTCGTCTCTTCTTGGCATCATTTTGGCGGTGTTATTTCTTGTGGTATTTGTC
TCTAATGTTCATGCCAAGAGGCCAAACTTCCGGCCTGGTCCGTGGAGAATCGGTA
GGGCTACCTTTTACGGTGGCTCAGATGGCTCGGGAACTTTTGAAGGAGCATGTGG
ATATGGAGATATAACAACCAAAGAAGGCAAAGGGGGGTTTGGGGTGCAAACTGC
AGCTATAAGCACAGCATTGTTCAACAATGGAGCAGCTTGTGGCTCTTGCTATGAG
CTCAGTTGTGAAGAGCCTGCAAAGGGCTGCAAAGCTGGTGCATCTACCATCACCA
TTACCGGCAACAACTGGTGCCCTGACGGAGGGTGGTGCAGCCCTCCGCAGGAGC
ATTTTGATCTCACTCAACCAGCCTTTCTTCAAATTGCCGAGTACAAGGCTGGCGTT
GTACCAATTAAATACCGCAGGGTTCCATGCATAAGAACAGGAGGAATCCGTTTCA
GCATATCTCCGCATTCGAACCCGTACTACCTGCTGGTGTTGATATGGAATGTCGC
AGGTGCAGGGGATGTAGAAAGCGTAATGATAAAGGGAGATAAGGGTAAGCCATT
TAAACCAATGAAGCGCAACTGGGGCCAAAACTGGGAGAGCGATGACAATTACGT
AGGGCAGTCCATTACCTTCAGAGTCAGAACCAGCGATGGCAAGAAGTCTACTTCA
TGGCATGTTGTCCCAAACACTTGGCAGTTTGGTCAGACATACGAAGGCAAGAACT
TCAGATAA

Nucleotide
>CgEXPA-32

ATGAAGTCGTCTCTTCTTGGCATCATTTTGGCGGTGTTATTTCTTGTGGTATTTGTC
TCTAATGTTCATGCCAAGAGGCCAAACTTCCGGCCTGGTCCGTGGAGAATCGGTA
GGGCTACCTTTTACGGTGGCTCAGATGGCTCGGGAACTTTTGGTAATTACTTCTCC
ATATTATTACTCTATCCATCTCTAAAAGTTTCCTATTTGAGCAATAATTGTATTAA
AAAAACAAAGCATAAAGAACTTATAGAGATGGGAGCATTATTTTAGTCATGTCAC



CATTATTGTTATTGTTAATAAATTACATAGCTAGATTCCATTGAGTACATATGCAT
GTATGTTCATAGATTACGCATGCATGGTGAATTTAAATAGCAATATGAGAATGAT
CAACCTTTTCCTAAGAAAATATATGTGTGGCGTGACTCTGTCTCTCTCTTTGAAAT
GGAAAATGAAAGTTAGCACCAATTCAATATAAAATTATTTTTAATATTTCAAAAT
AAAAGATTATAGTGCCTTATATACTCTGTATATTAAGGCTACGATTCTTAATAATG
CAAGTAATTTTTTTTTTAAAAGGAACATAACTCACGTATGAGTTGACGTTATTTGT
CTCACATTAAATAAATAGAGAAAAAATTTATTATCACGCTACCACTCCCATTATA
AATTGGTTTTTGGAACAATCATATTGGACTTGTATGTGGTCAAACTCTCCTCCAAT
ACAAGTTTATAATTTATATACGGCCCAACAAGATCTATTAGTCTTATTTAAAAGTT
CAATTCTAGGGGTGAATGCATCTGCATAGAGTATATGAAAGTGCACAAAGTTGAA
TAAAGTTGGATTTGAATGTAAACAGAAGGAGCATGTGGATATGGAGATATAACA
ACCAAAGAAGGCAAAGGGGGGTTTGGGGTGCAAACTGCAGCTATAAGCACAGCA
TTGTTCAACAATGGAGCAGCTTGTGGCTCTTGCTATGAGCTCAGTTGTGAAGAGC
CTGCAAAGGGCTGCAAAGCTGGTGCATCTACCATCACCATTACCGGCAACAACTG
GTGCCCTGACGGAGGGTGGTGCAGCCCTCCGCAGGAGCATTTTGATCTCACTCAA
CCAGCCTTTCTTCAAATTGCCGAGTACAAGGCTGGCGTTGTACCAATTAAATACC
GCAGGTATGTAAATCATGAAGCACTCCATTTGTTCGGAACTATATGTCACACTAT
CCTAACTCCTCATAATGCTGCATTTTCTCTAAGTCAGCTAGTCATGAAGCAATGAG
CTAGGAAATGATTTACAGAACTTCAGAGAAATCAATCTGCTTGAGAACTTTCAAA
CATGGATTTATTTCGCCCCCCAAAAATATATATATATACTGTATTTAGTTAGTAAA
GCTGAAAAGTTGATACATGACTTGCCACAATTTTTTTTTTTTTCTTTTTTTTTTITTTT
TTTTCCCCCCCTTCCATATCGCAAAACTAACAGATCAGAGAATCAGAGTAACTGA
ATCGAATGTTTTATGCATGACATGCAGGGTTCCATGCATAAGAACAGGAGGAATC
CGTTTCAGCATATCTCCGCATTCGAACCCGTACTACCTGCTGGTGTTGATATGGAA
TGTCGCAGGTGCAGGGGATGTAGAAAGCGTAATGATAAAGGGAGATAAGGGTAA
GCCATTTAAACCAATGAAGCGCAACTGGGGCCAAAACTGGGAGAGCGATGACAA
TTACGTAGGGCAGTCCATTACCTTCAGAGTCAGAACCAGCGATGGCAAGAAGTCT
ACTTCATGGCATGTTGTCCCAAACACTTGGCAGTTTGGTCAGACATACGAAGGCA
AGAACTTCAGATAA




