IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10040801

Gene Model: Lus10040801
Description: LuseXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-10
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
Query seq. h-—-h-—-ln_-l-—-l—--l—--l—--l—--l-—-l——-l-d

Superfanilie: PLNOOOS0O

Lis‘ of domain hits

Name = Accession Description Interval E-value
[+] PLNO00050 super family C expansin A. Provisional 1-256 4435 122

SEQUENCES
Peptide
>LusEXPA-10

MGRLSFCIVLLLPLMWMVTEARIPGVYSGGGWQQAHATFYGGSDASGTMGGACGY
GNLYSQGYGVNTAALSTALFNNGLSCGSCFEIKCADDPRWCHSGSPSILITATNFCPP
NFAQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVTYRRVPCRKRGGIRFTIN
GFRYFNLVLVSNVAGAGDIVKVSVKGAKTGWMSMSRNWGQNWQSNAVLVGQPLS
FRVTGSDRRTSTSWNIAPAGWQFGQTFTGKNFRV*

CDS (coding sequence)
>LuseXPA-10

ATGGGCCGTCTGTCCTTCTGCATTGTGCTCTTGTTGCCTTTAATGTGGATGGTTAC
AGAGGCAAGAATCCCCGGAGTCTACTCCGGCGGCGGATGGCAGCAAGCTCATGC
CACCTTCTACGGCGGTTCCGATGCTTCTGGAACTATGGGGGGAGCTTGTGGGTAC
GGAAATCTGTATAGCCAAGGCTACGGAGTTAACACGGCGGCGCTAAGCACTGCT
CTATTCAACAACGGCCTGAGCTGCGGCTCCTGCTTTGAGATTAAGTGCGCCGACG
ACCCGAGATGGTGCCATTCCGGTAGCCCTTCCATTTTAATCACTGCAACCAACTTC
TGCCCTCCCAATTTCGCCCAGCCCAGCGACAATGGCGGCTGGTGTAACCCTCCTC
GCCCCCATTTCGACCTCGCCATGCCCATGTTCTTGAAGATTGCTGAGTACCGCGCC
GGAATCGTCCCCGTCACCTACCGCCGGGTGCCGTGCAGGAAGAGGGGAGGGATT
AGGTTCACAATCAATGGTTTCCGTTACTTCAATCTTGTTCTGGTGAGCAACGTCGC
CGGCGCCGGCGACATTGTGAAGGTGAGCGTGAAAGGAGCGAAGACAGGGTGGAT
GAGCATGAGCCGGAACTGGGGTCAAAACTGGCAGTCAAACGCTGTCCTCGTCGG
TCAACCTCTGTCGTTCAGGGTCACGGGAAGCGACCGGCGTACTTCCACTTCGTGG
AATATTGCTCCGGCGGGATGGCAGTTCGGCCAGACATTCACCGGGAAGAATTTCA
GGGTCTGA

Nucleotide
>LusEXPA-10

ATGGGCCGTCTGTCCTTCTGCATTGTGCTCTTGTTGCCTTTAATGTGGATGGTTAC

AGAGGCAAGAATCCCCGGAGTCTACTCCGGCGGCGGATGGCAGCAAGCTCATGC
CACCTTCTACGGCGGTTCCGATGCTTCTGGAACTATGGGTATTTTCTCACATTCCG
AAATATGCACTCAAAGTTACAAAATGGAGTTACTCTGTTTCTTAAGCTCTGTTTTT
ATTTTTGGGCTTCAGGGGGAGCTTGTGGGTACGGAAATCTGTATAGCCAAGGCTA



CGGAGTTAACACGGCGGCGCTAAGCACTGCTCTATTCAACAACGGCCTGAGCTGC
GGCTCCTGCTTTGAGATTAAGTGCGCCGACGACCCGAGATGGTGCCATTCCGGTA
GCCCTTCCATTTTAATCACTGCAACCAACTTCTGCCCTCCCAATTTCGCCCAGCCC
AGCGACAATGGCGGCTGGTGTAACCCTCCTCGCCCCCATTTCGACCTCGCCATGC
CCATGTTCTTGAAGATTGCTGAGTACCGCGCCGGAATCGTCCCCGTCACCTACCG
CCGGTAAGATTAAAAATCTCCCTTCACACTTTATTTCTCCCCCCATTTGTGGAAAA
GGACCGAGCTGACATGGAATTTTTTGTTTCTTTGCATACAGGGTGCCGTGCAGGA
AGAGGGGAGGGATTAGGTTCACAATCAATGGTTTCCGTTACTTCAATCTTGTTCT
GGTGAGCAACGTCGCCGGCGCCGGCGACATTGTGAAGGTGAGCGTGAAAGGAGC
GAAGACAGGGTGGATGAGCATGAGCCGGAACTGGGGTCAAAACTGGCAGTCAAA
CGCTGTCCTCGTCGGTCAACCTCTGTCGTTCAGGGTCACGGGAAGCGACCGGCGT
ACTTCCACTTCGTGGAATATTGCTCCGGCGGGATGGCAGTTCGGCCAGACATTCA
CCGGGAAGAATTTCAGGGTCTGA






