IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0712s0003

Gene Model: Kalax.0712s0003.1.p
Description: KIEXPA-50

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLNOOOS0

+ Name Accession Description Interval E-value
[+] PLND0050 super family 31535 expansin A; Provisional 34-257 3.74e-103
SEQUENCES

Peptide

>KIEXPA-50

MAPSTLLLCFLTTTLLLSASVNARIPGVFTAGEWQSAHATFYGGSDASGTMGGACGY
GNLYSQGYGVNTAALSTALFNNGLSCGACFEMKCADDPRWCHPGSPSIFITATNFCP

PNFAQPSDDGGWCNPPRHAHDLGGDIKYKINLAGISHLIKIYRVPCRKAGGIRFTVNG
FKYFNLVLVTNVAGAGDIVRVSIKGARTNWLSMSRNWGQNWQSNAVLVGHALSFR
VTGSDRCTSTSWNAAPASWQFGQTFTGKNFRV*

CDS (coding sequence)
>KIEXPA-50

ATGGCACCCTCCACGCTCCTCCTCTGCTTCCTCACTACTACGCTGCTTCTCTCCGC
CTCTGTGAACGCTCGCATCCCCGGCGTGTTCACCGCCGGCGAATGGCAGAGCGCG
CATGCCACCTTCTATGGCGGCAGCGACGCATCCGGCACAATGGGCGGAGCTTGCG
GTTACGGGAACTTGTACAGCCAAGGGTACGGCGTGAACACGGCTGCTCTGAGCA
CTGCTCTGTTCAACAACGGGCTTAGTTGCGGTGCTTGTTTTGAGATGAAATGCGCT
GACGACCCCAGATGGTGCCACCCCGGTAGCCCCTCCATCTTCATCACTGCCACCA
ACTTCTGTCCCCCCAACTTCGCTCAGCCAAGCGACGACGGCGGATGGTGCAACCC
TCCTCGCCATGCCCATGACTTAGGAGGAGATATTAAGTATAAAATAAACCTAGCA
GGAATCTCACACTTGATCAAAATTTACAGAGTACCCTGTCGGAAAGCTGGAGGGA
TCCGATTCACCGTCAACGGATTCAAGTATTTCAACCTGGTCCTCGTGACCAATGTC
GCCGGCGCCGGAGATATCGTCCGCGTGAGCATCAAGGGCGCCAGGACCAACTGG
TTAAGCATGAGCAGAAACTGGGGGCAAAACTGGCAGTCCAACGCCGTTCTGGTC
GGCCATGCTCTCTCCTTCCGCGTCACCGGCAGCGACCGTTGCACATCCACCTCCTG
GAACGCCGCGCCCGCCAGCTGGCAGTTCGGCCAGACATTCACCGGCAAGAATTTC
AGGGTCTGA

Nucleotide
>SKIEXPA-50

ATGGCACCCTCCACGCTCCTCCTCTGCTTCCTCACTACTACGCTGCTTCTCTCCGC
CTCTGTGAACGCTCGCATCCCCGGCGTGTTCACCGCCGGCGAATGGCAGAGCGCG
CATGCCACCTTCTATGGCGGCAGCGACGCATCCGGCACAATGGGTAACCACCTCA
ACTCAAATCGACAACAGATTCCTCTCTAGTGCCGACTAACGATTGTTTTTCAGGC
GGAGCTTGCGGTTACGGGAACTTGTACAGCCAAGGGTACGGCGTGAACACGGCT



GCTCTGAGCACTGCTCTGTTCAACAACGGGCTTAGTTGCGGTGCTTGTTTTGAGAT
GAAATGCGCTGACGACCCCAGATGGTGCCACCCCGGTAGCCCCTCCATCTTCATC
ACTGCCACCAACTTCTGTCCCCCCAACTTCGCTCAGCCAAGCGACGACGGCGGAT
GGTGCAACCCTCCTCGCCATGCCCATGTTCCTTAAAATCGCCGAGTACCGTGCTG
GCATTGTACCCGTCACTTACCGACGGTACGCCCATACCCAACTTCAAAAACTTTTT
ACCGACAGCCAGCCACCTCCAAAGTCATGCCATTTTGTATAATAAACCTCCACCG
GGGATGGGATCGGTTTTCCTCTTTGTGACCCTAGCTAGCTAGCTAGCTCTGGATCG
AGTAGGAGTAGAGAGTAATTGTGTAGTTGTAGTTCCCAGCTTTACTAAATACTTA
ATTACTAGTTAGTATAGGTTAGGACTTAGGAGGAGATATTAAGTATAAAATAAAC
CTAGCAGGAATCTCACACTTGATCAAAATTTACAGAGTACCCTGTCGGAAAGCTG
GAGGGATCCGATTCACCGTCAACGGATTCAAGTATTTCAACCTGGTCCTCGTGAC
CAATGTCGCCGGCGCCGGAGATATCGTCCGCGTGAGCATCAAGGGCGCCAGGAC
CAACTGGTTAAGCATGAGCAGAAACTGGGGGCAAAACTGGCAGTCCAACGCCGT
TCTGGTCGGCCATGCTCTCTCCTTCCGCGTCACCGGCAGCGACCGTTGCACATCCA
CCTCCTGGAACGCCGCGCCCGCCAGCTGGCAGTTCGGCCAGACATTCACCGGCAA
GAATTTCAGGGTCTGA





