
IDENTIFICATION 

Species:  Zostera marina 

Locus: Zosma79g00560 

Gene Model: Zosma79g00560.1 

Description: ZmrEXPA-07 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ZmrEXPA-07 

MAMTLRMFITVTSSVFLISSLFLTASASPWLSAHATFYGGGDGSGTMGGACGYGNLY

KDGYGLKNAALSTALFNDGASCGGCYQIVCDSTKVPQWCRKGTHITVTATNFCPPNP

ALSNDDGGWCNSPRMHFDMSQPAWESIAIYKAGIVPVYYRSVKCSRKGGVTFTING

KNYFQLILISNIAGVGTIKAAWIKGSKTEWKALTRNWGANWHSLDYLSGQGLSFRVQ

LTDGNIKTMYDVAPSNWSFGSTYTTTLQFH* 

CDS (coding sequence) 

>ZmrEXPA-07 

ATGGCGATGACCTTGAGAATGTTCATCACCGTGACCTCCTCTGTTTTTCTCATCTC

CTCTCTCTTTCTCACCGCATCGGCCTCTCCTTGGCTTTCCGCTCATGCCACATTCTA

CGGCGGTGGCGATGGCTCTGGAACCATGGGAGGAGCTTGCGGATATGGGAATTT

ATACAAAGACGGTTACGGATTGAAAAACGCGGCGTTAAGTACGGCGCTTTTCAAC

GACGGAGCTTCGTGTGGAGGTTGCTATCAGATAGTCTGTGACTCGACTAAAGTCC

CGCAGTGGTGCCGTAAAGGAACTCACATCACCGTCACCGCTACCAATTTTTGCCC

ACCAAACCCGGCTCTGTCCAACGACGACGGTGGCTGGTGCAATAGTCCCCGGATG

CATTTCGACATGTCTCAGCCGGCGTGGGAGTCCATCGCGATCTATAAAGCGGGTA

TTGTCCCGGTGTACTACCGGAGTGTGAAGTGTAGTCGGAAAGGTGGCGTGACGTT

TACGATAAATGGAAAAAACTACTTCCAACTTATTCTCATCAGTAACATCGCCGGA

GTTGGGACTATCAAGGCGGCATGGATCAAGGGTTCGAAAACTGAGTGGAAGGCC

TTGACCAGGAATTGGGGTGCGAATTGGCATAGCTTGGATTATCTCAGTGGACAGG

GGTTGTCATTTAGAGTGCAACTAACCGATGGGAATATTAAGACCATGTATGACGT

GGCGCCATCTAATTGGTCGTTTGGTAGCACTTACACCACAACTCTCCAATTTCACT

AA 

Nucleotide 

>ZmrEXPA-07 

CAAGTCATTATGATGATAAACAGGGGCCTTATTACCCTTATATAGTTTTTGTATAT

AAATATAAACACGTACTCGACCACAATTCACAAACAGACATATCGATGGCGATG

ACCTTGAGAATGTTCATCACCGTGACCTCCTCTGTTTTTCTCATCTCCTCTCTCTTT

CTCACCGCATCGGCCTCTCCTTGGCTTTCCGCTCATGCCACATTCTACGGCGGTGG

CGATGGCTCTGGAACCATGGGTAATTTATAAGTTTGAATAAATTGACTGACTTTG



TCATTTTAATTTCTAATGTTGTCTGTTGTTGTTGTTGCAGGAGGAGCTTGCGGATA

TGGGAATTTATACAAAGACGGTTACGGATTGAAAAACGCGGCGTTAAGTACGGC

GCTTTTCAACGACGGAGCTTCGTGTGGAGGTTGCTATCAGATAGTCTGTGACTCG

ACTAAAGTCCCGCAGTGGTGCCGTAAAGGAACTCACATCACCGTCACCGCTACCA

ATTTTTGCCCACCAAACCCGGCTCTGTCCAACGACGACGGTGGCTGGTGCAATAG

TCCCCGGATGCATTTCGACATGTCTCAGCCGGCGTGGGAGTCCATCGCGATCTAT

AAAGCGGGTATTGTCCCGGTGTACTACCGGAGTGTGAAGTGTAGTCGGAAAGGT

GGCGTGACGTTTACGATAAATGGAAAAAACTACTTCCAACTTATTCTCATCAGTA

ACATCGCCGGAGTTGGGACTATCAAGGCGGCATGGATCAAGGGTTCGAAAACTG

AGTGGAAGGCCTTGACCAGGAATTGGGGTGCGAATTGGCATAGCTTGGATTATCT

CAGTGGACAGGGGTTGTCATTTAGAGTGCAACTAACCGATGGGAATATTAAGACC

ATGTATGACGTGGCGCCATCTAATTGGTCGTTTGGTAGCACTTACACCACAACTCT

CCAATTTCACTAAATAAATAGTCATAAATCATTTAAAAAGTACTTGAAAATATTC

GTGTTTATGAATATTTTTAGGGATAATCAGTTAGTTAATCACACACATACACACA

CAAATTGTACTCCTGGTTCATAGTCTCAGTC 




