
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.9G600400 

Gene Model: Pahal.9G600400.1.p 

Description: PhEXPA-35 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-35 

MAGSAGCRAEESFFEMPMERRRERLFVRGEKEVMRNRVAFKAARRSVWVRHASAC

ESAPGSVRASSASPVAAFLFKHRRDHRHLPHSSVITSPAGLVLYPPTLRRACPPTHWP

ATAGESESLGRLPIDMARKVSSCHSLVVVFVAASLAATARAAWIRGSATFYGGADAS

GTMGGACGYGNLYSTGYGTNTAALSSSLFKDGASCGECYQVMCDQQNSQWCRPGV

TVTVTATNLCPPDWSKPNNNGGWCNPPRQHFDMAQPAWEKIGVYRGGYVPVMYQ

RVSCSRSGGVRFTINGNNYFELVLITNVAGPGSLKSAQIRGTRTGWVTMSRNWGAN

WQANNYLKGQSISFRATATNGQTLEFGNVAGPNWQFGQTFTNGQNFY* 

CDS (coding sequence) 

>PhEXPA-35 

ATGGCGGGGTCGGCCGGCTGCAGAGCAGAAGAATCTTTCTTCGAAATGCCAATG

GAACGGAGGAGGGAGAGACTTTTTGTACGGGGGGAGAAGGAGGTGATGAGGAA

TCGTGTGGCATTTAAGGCGGCACGGCGCAGCGTCTGGGTGCGGCATGCATCGGCA

TGTGAGTCCGCGCCGGGGTCCGTGCGCGCGAGCTCCGCCTCCCCCGTCGCCGCAT

TCCTATTTAAGCACCGCCGCGATCACCGCCATCTTCCTCACTCATCAGTCATCACC

TCTCCGGCCGGTCTAGTACTCTATCCTCCCACATTGCGTCGAGCGTGCCCACCCAC

ACACTGGCCTGCGACTGCAGGAGAGAGCGAGAGCCTAGGTAGATTGCCAATCGA

CATGGCGCGCAAGGTATCGTCGTGCCACTCGCTGGTGGTTGTCTTCGTCGCCGCG

AGCCTCGCCGCGACGGCCCGGGCAGCATGGATCAGGGGCTCGGCGACGTTCTAC

GGCGGGGCCGACGCCTCCGGCACAATGGGTGGCGCGTGCGGGTACGGCAACCTA

TACTCGACGGGGTACGGGACGAACACGGCGGCGCTGAGCTCGTCGCTGTTCAAG

GACGGGGCGTCGTGCGGGGAGTGCTACCAGGTCATGTGCGACCAGCAGAACAGC

CAGTGGTGCAGGCCGGGCGTGACGGTGACCGTCACGGCGACCAACCTGTGCCCTC

CAGACTGGTCCAAGCCCAACAACAACGGCGGCTGGTGCAACCCGCCGCGGCAGC

ACTTCGACATGGCGCAGCCGGCCTGGGAGAAGATCGGCGTCTACCGCGGCGGAT

ACGTCCCGGTCATGTACCAGAGGGTGTCGTGCTCGCGGAGCGGCGGCGTGCGGTT

CACCATCAACGGCAACAACTACTTCGAGCTGGTGCTCATCACCAATGTGGCCGGG

CCGGGGTCCCTCAAGTCGGCGCAGATCAGGGGCACCCGGACGGGGTGGGTCACC

ATGTCCCGGAACTGGGGCGCCAACTGGCAGGCCAACAACTACCTCAAAGGCCAG

AGCATCTCCTTCCGGGCCACCGCCACCAACGGCCAGACGCTCGAGTTCGGGAACG



TCGCGGGCCCCAACTGGCAGTTCGGCCAGACCTTCACCAACGGCCAGAATTTCTA

CTAG 

Nucleotide 

>PhEXPA-35 

ATGATTGAGGATCCTAGTATCATGTGCAGAGCCAGGCCAACCAGCAACCACAAA

GGTAAACCTCATATCAAAGTCACATATAGCCATAACATTTTGTGATGTATACCCA

TGTCGACATGTGTGGTTAACAACTTCATCATTAGGCACCGAAACTTCAATGTGTG

ACCCATCTATAGCACCAATAGCACCTTTGAAGTGAGGCCAGAAACGATCTTCTCA

AACTCTTGGATGCTCATTACTGAAAGTAGGATCTCTCGGTTTGATATTTTCTTTGG

CCAATTTTCCCAAACAAGACAACACTTCTTTAAACTTCATATGAACTGTCCATAG

AGACCTTACAAACCGGTTTTCTGCTTGGGAAAATGATTGAGGGCCTCCGACGATC

CACAAAAATATAGCTAGTGATTCAACAAATAAGACATTGCTTGTTGACGTCAGTC

CATAAGTGGTAACAAGCAAATCATGAAGGGACAAAAAACCTCTGGAGTCATTCT

GAACATATTGTAGAATTGTCTAGGACAAGCTAGACACTCTTGGAACCAATCCATT

CCAGATTGTTGAGGATCTCTATACTCACTTTTGTTCAAGTACCTTGTAGAGTATTC

CTCAGCTTGATAACCAATGCTAGCAGCTTGTTTTGATAATTCAGCTAAAAGTTGTA

GTCCCTTGTACCCCTTCTTTATCAACTCTTCTATTTTTGGATCCATCTACAAAAAAT

ACATGATATTTACAAAAGAACAACAATGAATATAATGCGACAAACAAGCATTGT

TCAAAACATACACATATCACAAACAAATAATGATTCATCACAAACCAATAATGA

AGTCATTTAGATATCACAAATAATGATTCCCTTACATAAGATAGCAAACATTGTT

CCAAACGTACACCTATTCTAGGTAAAAAAAATATTGTTCAAAACATACACCAATT

ATTTTTCGAAAAATATAAAAATAAAAGTTCATGACAACTGCTTCATCTCATGTTCC

CTCTTCAACCAATCAAGCCTCCCTTCAAGTGTTTCAAATGATGCTAGAAGCTCTCT

AATTTCAGGCTTTATAATAAGCAAAGTAGCTGTATGCATAAGAGCTGTTCCCTCT

ACCACTCCACATTCTTTCAACATCTTCATAGTCTCTGCAATTGTAGGAACATGACT

GGTCATAATAGATGCCGATGAAGCTTCAATATTTGTAGTTATCTTGTTCACCCCTT

CTTCTATCTTGCTACAAGTCTGCTTGTACACCCGCATAAAAGGGCTCTTCTCTTCC

TTGTCTTCCATACCACTAGAGGCTGCTGCTTTGCGTTTCTTACTTTTTTTATTTAGC

AAGGTGGACAACTTGGCATCCAAAGGGCTTTTCTCTACCTCATGTACATCATCAT

CGGTAGAATTACTAGACTCCCCAGGAATGGCAGCAGATGCCCCGGTAACATGCG

CACTTCCAAACATAATGTGTTGCTCATCCAAGTTAGGCGGGCCACACTTTCTGAA

CTGCATATGTTTGCATTTTCTTCCATTTGGTGGATCATGACACCACTGCAATCAAC

CACACAAGAAGTAAGATACCGTCCACTAATACAAAGGAACAGTATACACATAGT

AGTTATTTATTGTCAGACTTACTGCAAGATGTTCGTCCTACCATTTATCATCACAA

TCCACTGTTTGCCGCATCTCGTTCCATCCGAGTCCTGTGGCTTCATTTTTTAACTCC

ACAAAAATAGTGTAACTTCTTTTCAGAGCATCCCATTTATTCTTGAACTGCAAATG

TTCTAGTTTCTTTCCTGATTGTTCTGCGAATTTATTCTCAACATTCTTCCAACCGAC

TTTATTCAAGTGACCTAGAGGTCTATGTCCAGCAAGAACCTCCGACGCGCATAAT

TGACAAAAAAGCCTCAAATGTGCAGCGTCCCATGTCGCCTTCTCACCCATTCTTTA

TATATATGTAGGCTTTAAAAAAATTCTACAAACAATGACAGCTATTTAACAATTT

TATGGACACAGCATTGATACATGACAAGTGATTCAAAGGCTGCACAACCAAGGA

GCAAGAACGAGACGAGAGTATCTATAAACAGTGAATCAAATAAACAAATGCCTT

GCATTTGCTTGGACGGCGCGGGAGCCGTAGTGATTAATCAATTGCAAGAGAATCT

TTGGCGTGTGATGAGACAACTCACCGCGAGGACTAGAGATTGGCGTCACAGCCTG

GATTTGCACAGGTCACCGTCGTTCAGAGGACCTGCGCGTACGCGGCGCCCTGTCT



GCTGCCCGCTGCCGGAGAAGCCGCGGGTCGCGGGTGTAGCGGAGAGGCGGAGGA

GAGGCGCAGCCGGACGACGATTTGGAGGCGCACGAGCTGCGCGGTCGCCTGGCG

GTCGAAGGAGTCGTCCCAGCAGCCCTGCCTGGCGGTCGGACGAGCTGCGCGTCGC

GGGTGCCCAGGCGGTCGGAGAAGTCGTACCGGCGGTCGAGCAGACGACGATTTG

GAGGCGCACGGCCGGCCGAACGACGACTTGGGGCCACCGGCGCCGCCGGGAACC

CTAGCCGCGCCCCTGGTCTTCTCGTCGACCTTGCGTGGGAGATGAGAAAGAAAGG

AAAAAAACGTTTCGATCGCGTAACCAATGGCATGTTAGGTAATTACTAGCAAGTT

GAGAGAGGTGGGAATCTGGAAAATCTGGGGTAGAGTCAGATTTTTCTTTGAACTA

CAAAAATCTGGAGATTATTGATAATCTATGACTGACAGTTAGCCCTTTGGTTCGG

ATTTCAGATTTTTAGTAGAGAATCTGCTGGGAAAAGCTGAACCAAAGAGAGCCTA

AAATTGATTTGATTACAAAAAGAAGAAGAAGTTGAAACATATAAAACGGTGAAT

TTGATAATTAGCCATCTTCTAGCCATGTCTCGTGTGACAGCGCATTGAGATTCTTC

GCGCGGCCGGCCCGCCTCATGTGGGCTGCCGCCATGTTTACTTGCTGACCAACAA

TCTCCAGATTCCTCTTACCATCAATGAGATGGCCGCCGACCCTCTAGCACCCATGT

CAACTCTGTCGAGTAGACTGACAGTACGGTGTCACCGTAAACAAGTCCAGCTGGT

CATTCCCCTTGCTCGAGCTACAACGGGCATGCACATTGCCACAGCGTCAGTGACC

TCGTGCTGCCACTGGTGATACATCAGGACGGAATAGAAGCCCAGAAGGGGCGAA

CTGGCGAAGTCGCAGATCGATCTGATCTAGATTATCTAACATGTGTCTGTCCATG

GCAGAAGCTAAGGGGAAAGAGGCGATCGCGATCTGCACATGTGTCACTCACTGA

TACGTTCTGCTTGGCATGGCCAGAGCAGCAGAGTTCCAAGCTGATGCAAGCATGA

AGTTGCCAGCCAGCTACTCGATCTCTTCCTATTTAAGATCCGTACGAGCAGATCA

GCTCCATTTCCCTACACCAAGTGTAACCGCCAGTACCGCTCATCGTTCTCTGTAGC

TAGCTACTCCACTACTTGCGGAAAGTCTACGAAGATGCACAGACGACCACCGAGC

TTTCTTCTGTTCCTCGTCGTCGCCGCGGCGTCGCGGTTGGTGCCGGCGGCGGCGGG

GGACGACGGCGGCTGGTCGAAGGGCACGGCCACGTTCTACGGCGGCGGCGACGC

CTCCGGCACGATGGGTGGCGCGTGCGGGTACGGGAGCCTGTACTGGTCCGGGTAC

GGGGCGGACACGGCGGCGCTGAGCTCGCCGCTGTTCGACGACGGCGCGTCGTGC

GGGCAGTGCTTCAAGGTCACGTGCGACGCCGGCGCGTCCCAGTGGTGCCTCAAGG

GCAAGTCGGTGACCGTGACCGCCACCAACCTGTGCCCGCCCAACTACGCCGTCTC

CGGCGACGAGGGCGGCTGGTGCAACCCGCCCCGCCGCCACTTCGACATGGCCCA

GCCCGCCTGGCTCCAGATCGCCCAGTACAAGGGCGGCATCGTGCCGGTGCTCTAC

CAGAGGTCGGTACTCGAGTTTATTATTACCTCGACAATTCTTATATACTAATCCTG

GACGGTTTGACCCAGACGTACAATTAAGCCAATTAGATCGTGGTTAAAAATATTA

ATCTCGTGGTGCGATGATGTGCTGCGCGTAGGACGCTGTGCGTGAAGCAGGGAG

GGGTGCGGTTCACCATGGCCGGGTCCAACTACTTCGTGCTGGTGCTCATCACCAA

CGTGGCCGGGACCGGGTCGGTGAAGGCGATGTGGGTGAAGGGGAGCAGCACGGA

CAGGATGCCCATGAGCAGGAACTGGGGCGCCAACTGGCAGTCGCTCGCGGGGCT

CGCCGGCCAGGCGCTCACCTTCGGGGTCACCAACACCGACGGCAAGACCATCGTC

ATCCCCGACGTCGTGCCGGCATGGTGGAAGTTCGGACAGTCTTTCACCTCCGGCG

TCCAGTTCTCCGACTGA 


