
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake04g204700 

Gene Model: OsKitaake04g204700.1.p 

Description: OskEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-15 

MAAASSRSFSLCVLLLLLLLAPPISASFLFDGGKSKSAAAAAAVDMEWRPATATWYG

DAEGDGSTGGACGYGSLVDVVPMKARVGSVSPVLFKDGEGCGACYKVKCLDHGIC

SRRAVTVIVTDECPGGLCAFGRTHFDLSGAAFSRMAVAGAGGHLRDRGQLSVVYRR

TACKYGGKNIAFRVNEGSTNFWLSLLVEFEDGQGDIGSMQIKQANSVEWLDMKHV

WGATWCLVRGPLVGPFSVRLTTLSAQKALTARDVIPRNWKPTATYTSRLNFEAAL* 

CDS (coding sequence) 

>OskEXPB-15 

ATGGCGGCTGCCTCCTCGCGCTCCTTCTCGCTCTGCGTTCTGCTGCTGTTGCTGCT

GCTCGCGCCCCCCATCTCCGCCTCGTTCTTGTTCGACGGCGGGAAGTCCAAGTCC

GCGGCGGCTGCGGCGGCGGTCGACATGGAGTGGCGGCCGGCGACCGCGACGTGG

TACGGCGACGCCGAAGGCGACGGCAGCACCGGCGGGGCGTGTGGGTATGGATCG

CTGGTGGACGTGGTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTG

TTCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAGGTGAAGTGCCTCGACCAC

GGCATCTGCTCCCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCCGGCG

GGCTGTGCGCCTTCGGCCGCACGCACTTCGACCTCAGCGGCGCCGCATTCAGCAG

GATGGCGGTCGCCGGCGCCGGCGGCCACCTGCGAGACCGAGGCCAGCTGTCGGT

CGTCTACAGAAGGACTGCGTGCAAGTACGGCGGGAAGAACATAGCCTTCCGTGT

AAACGAGGGCTCGACGAACTTCTGGCTGTCACTGCTGGTCGAGTTCGAGGACGGC

CAGGGCGACATTGGATCCATGCAGATAAAGCAGGCGAACTCAGTGGAGTGGCTG

GACATGAAGCATGTGTGGGGGGCCACGTGGTGCCTCGTGCGGGGCCCGCTTGTCG

GGCCCTTCTCGGTGAGGTTGACGACGCTGTCGGCCCAGAAGGCGCTCACGGCCCG

GGACGTCATCCCCAGGAACTGGAAGCCCACGGCCACCTACACCTCGCGCCTCAAC

TTCGAGGCCGCCCTCTGA 

Nucleotide 

>OskEXPB-15 

GGGAAGAAAAGAACGGTCTAGTATAGCTACGCAATAATACAAGCTCAGTCATCA

GTGCCTTTCCCCGGCCCCTTCTCTCTCTCCACGGTTCTCTTCCTGAAAAAAGGTCA



AGGCTATTCATCACGGCTAGCTTCACAAGCGGGCAGGGGGTTCCACTTCCACACT

TCCACTGCCCATCCACACACTGGTCACTGGACACCCACACCCATATGGAGCGAGA

GGTCTCAGCACAGCAGTTGCACTTGCACACCTCGCAGCTCGCCGGTTATTTCTTTT

CCAGCTTTCCATTATAAATCAGGCCACCACTGTGGTACACTACACACGCCCAGAG

CCCCCCTGCCCGCTAAACCCTGCATTGCCATTTGTACAGAAGAGCCAGCTAGCCA

GCCAAGCGCCCAAGCGAGAGCGACCCATTCCTCTGATCTCTGCCGCGCATTGGGG

CTTGGGATTTCTCGAAGCCATAAAAGGGGAAAGCTCCCCAAAACGAAGCCTACC

AACTCTCCCAACTCCAAGCCGCCGCAGCCGCAGCCGCAGCCGCAGTGCTAGCGA

GTGGAGGGGGAGTGCGAGAAGGGGAGGAAAGGGGAACCACACCCACACCCAAC

AATGGCGGCTGCCTCCTCGCGCTCCTTCTCGCTCTGCGTTCTGCTGCTGTTGCTGC

TGCTCGCGCCCCCCATCTCCGCCTCGTTCTTGTTCGACGGCGGGAAGTCCAAGTCC

GCGGCGGCTGCGGCGGCGGTCGACATGGAGTGGCGGCCGGCGACCGCGACGTGG

TACGGCGACGCCGAAGGCGACGGCAGCACCGGTAAACTCTCTGAACTCGTCTCTC

CATTTTCAGCTCCTCACAGTTCAGTAGAGAGTACCAAAGCATACTGGTTCCTGTA

GCATTTAATTGGAAGCATATACCATATGAGCAAATACGCAGGAATCAGTACTGTA

TTTCGTAGTAGTACTGTACCTCGCATTTTTTTTTCACTGAGCTGATAATTAGGAAT

AGATACCTGTAAAATAAGTAGGAGGATTATTGTGTTCGCATCCGTCACATTTGCA

TCGGGCGGCTGTTCACTTTATGCCATTTTTAGTCAAATCAAATTTTGGTAAAATTA

TAAAAAAAAATAGCTACATTTAGTTTGCTGCCAAATTTTTATAACTATATAAAAA

ATCCTACTAAAATTTTAGCAAGTTGTCAATTTAGTAAGATTTTTTTTTTGACATCG

AAGTGAACATGCACTTAGTTTTTCCATCATTCTCCTCCCGGGGACAATGATTCCGC

CCGTTACGGCATTTTTGGCGCGACCTCCGGCGTCCGCGGATCGCGTGAGATCCGG

AAGGAATTTCGGCGGGCCCCCGCTACACACCGTGTACTCGCGTCAATCATCGAGT

CGCTCCGGCGCTTTACGATTCGTGCTGCGAGGCTTTCAGTGCGTTCAGCCCAGCA

ACCAGCAAGACCGTGTCAGGTCTTCCAATAACTCCCCGCGATTTTTACTCGGTAC

CAACGGCTGAGATATTCACGATAAATGCACTCAATTGCTCGTCACTCGTCCCTCC

ACCGACACTGCTGGTAAATATAGTACTCCTGTTACGAGTAAAATCCAGCGAATCA

GTAGTACAAGTGAAGTTTTTTTACTGCCATTTACGCTTTGCAGTCACAACATCTTG

CATTAGACTACCTACAGTTTTGTCGTCGTACCGCAACGGAACAGTACAACCTGTG

ATTCCTCCACCACTGATTCGCCCTGTTTACAGCAAGTTGCTCTGTGTTCTGTAATT

AAGCTTTGATGCTCTGACTTGACTGTTTCCGTTGTAGTACTACTACTGTTTTTCCTC

TGTAACCACATGCTTGACTCTGTGATCACTGATTACGGCCAAACAGTTGGCGTCC

GTCCAGTTCTTGCACGCTACAATCTAGTATAGTGCAATTTGGCATTGCCATTGGCG

ATAATTTCTTTGTTGGGTTCAACCAAAGCAAAACGTTTTTCTTGTCATATTTTTCA

GGCGGGGCGTGTGGGTATGGATCGCTGGTGGACGTGGTGCCGATGAAGGCGCGG

GTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGACGGCGAGGGCTGCGGCGCCTGC

TACAAGGTGAAGTGCCTCGACCACGGCATCTGCTCCCGCCGCGCCGTCACGGTCA

TCGTCACCGACGAGTGCCCCGGCGGGCTGTGCGCCTTCGGCCGCACGCACTTCGA

CCTCAGCGGCGCCGCATTCAGCAGGATGGCGGTCGCCGGCGCCGGCGGCCACCT

GCGAGACCGAGGCCAGCTGTCGGTCGTCTACAGAAGGTGAGCAGCATGCAACAA

CGTAACCCGATTCTTACGGATGGCATGAATCCTTTTGGAGAGATGAGCAGCGGCC

ATAACACTTGGCCCGTTACGATGTGTATCTACAACCTCCCCCCTAGCTATGCATCT

ACAGTAGGTTATTAGGAGAGACCACAGGCAAAGTAAATGCATGGTCACTGGACC

CCTGCCTGAAATTTTTTTTCTAGCACAGTGATTTGCCTACGCGCATACAGGGAATT

AAAATCGTCCAGAGTTGAATGTGCTAGCTCAGCTCCTTATTTAGATCTGCCTGCTG

CTGAGTTACACATGCCTCTGCAGCTCTGCTTGATATAACTCAGTCAGAGCAACAG

ATATCCAAATGGCATTTAACCTCTTGTCTATAATTCCTTTGCCAATGCTGCTTCTC



CGTTCATCAGTCTACCTGATCATAGAAAAGCTGTCGCATGCCACGTGTACCGTCC

ATTCAACTAACAGTTAGTACGAACCCCGAAATTTTGTGTTTCTTTTCGACGAAACT

GACCAGTGCAGTGTTCAAATATACCAGGACTGCGTGCAAGTACGGCGGGAAGAA

CATAGCCTTCCGTGTAAACGAGGGCTCGACGAACTTCTGGCTGTCACTGCTGGTC

GAGTTCGAGGACGGCCAGGGCGACATTGGATCCATGCAGATAAAGCAGGTAGCT

AATGCATCCTACCAATGTTCTTCCTTCCATGGAGCTTATCAAGCTTCTTTACTTTCT

TTCATTACTTTTTTTTCTTTTAGCTGGTAGAAATGGAAAATGGGGTCATCTTTTGCT

TTTAATTGCCCATAGTGCTGGGAAACATGCTCAGTGCTGCCTGGGACAAATCCAT

TGCTGGATGCAATTGGACCACAGCTTCTTCCCTTTGCAAACATGTGTGCAGCATGT

GACAAGTTCCTCACCCTCTTTGCTCTAGTGGGCCGATGTGGTTGGAGACATGTGT

ACTGCCTAATTCCTTGCTGCTTTTACCCTTCAGGCCTCTGTTCAGTGTTCACTGAAT

GACTAGCATAATACTGTTGGATACTTGGGTCTCTCTGCTGTCCTTTCTAGATCAAC

CTGAAGTTCTAGAATCACATTTTCCACAAGTTACAGGATCACATATTCCTAACCA

AAACCAGCATCTTAGGAGAAGTGAAACCAACGGTTTCCAACTAATTAATGCCTCA

GATGCCTTGTCAGGATTTAGTCCTTTGTTCCAATACAAGTTTACACAAAAGAAGG

GAGCACTTGCGAGACAGGATAGTAAGTACGGCACACATGGTCAAGAAAGCATCC

TGCTTTCTTTCACTTCCTCGCTTAGCTACCAGACTCCAGACATAGTCAAACCTTTG

CATAAAAGCATGATTCTCTTTGTCAAATGATTCCTATCTGGAATGTGTGCATAAA

AAAAAATTCCGGCTTTGTGCACTAGATCTGTAGAGCAGCAACTCATTCAGTCTAC

AACCCCAATGCAATGGCAAAGCACATGAACCCTAGCCATCCTTTCACCAAAGAGC

CGTCAATGATTTTGCCGCTTTAGCTCGGTCTCCCCCTCTCCTTAACAACAGCAAAG

AAGATAGAGCATGCACTGATGCACTTGCGTTGGTCTCCGTCGACAGTTTTTACCA

GCCACACTGCATGGTGCCCTTGCTTTTGCACTTGCTAATGCTTTTCACGGTTGTTA

AACCCTGACACCCCCACCCTGCAAACTGAGGCACGCTTGTGATGAAGACTCTGTG

TTGTGGGCTTGGTAGCCTAGTGGCATCCAAAGATTCGGAATCCCAGACGACGATG

CATGCCAGCGTTGAGCGCTATGGCTTGCTTTGCTGTAAAGGTTTCAGGCTGCTCTG

CTTAACCTGAAACTGTACGTTTCTGTGATAATCTATTCTGAATGTAGTAAGGTTAC

TGCTACTTACTTAATGCTTATTCCTTTTTCTTTTCCTGAAGGGTATCGGGTATCCTA

GTTGCTCATTGTTGATCTGTTTCTAATCTGTTTGTGCTGCCTTTCACATGGCGGGGT

GCAGGCGAACTCAGTGGAGTGGCTGGACATGAAGCATGTGTGGGGGGCCACGTG

GTGCCTCGTGCGGGGCCCGCTTGTCGGGCCCTTCTCGGTGAGGTTGACGACGCTG

TCGGCCCAGAAGGCGCTCACGGCCCGGGACGTCATCCCCAGGAACTGGAAGCCC

ACGGCCACCTACACCTCGCGCCTCAACTTCGAGGCCGCCCTCTGATCGGGTGGGG

GTCCGCCGGCCCAGGGCCCACGTTTTATCGGCCCGGGAAACTGCCAGGTGGGCCC

GCAAAGGCAGGCCCGACGTGGCAGTCGGTCAGGCAGGAGAGCCAGGCATCCTCC

ATTGTTATGCAGCTCATCATATTAGTTGGTCTGATCATTCATGATTCTATTCATGG

TTAGTGTAGCTAATTTAGCTGTTTTGGTGAGTGTGTGTCAGTGTGAGTAGTTTGTT

CAGGAATCAGGGAGATGGCCCATGCGCAACAGGTAGCCGCCCTCTCCGAAGGAG

AAGAGAGCGTTTTGCTGCTTGGTTTGCTTCAAGGATTTACCTGTAGGAGGGCTGA

AGCTGGGGAGAAGTAGGTCCGAGGGTTTTGGATCTCTCTTGGTCTCTCCTGCCTTG

ACACTCCTGTGCTCCTGTTTTGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCGCGCG

CGCGCGCGCGCGCTGTTCGTGTGTGTTTGCCCTGGTCGAAACGCAGTCGCAGGGT

TCGTGAGTCAATGCCACCTTTTATGCCGTGTGTTCTTGATCCGGCTGAGAATTGAG

ATGTTCTCTTTGTTTATTCTGTATGTTTGTTCGCGCGAAGAATGTTCGAAGGTAAC

GAGCCATCGAAAGTGTGATCGAGTATGCGGTATGCCGCCAATGCCGGCATGTGAT

GTGATGATGGATAAATGACGACAGGTGGGGAATTGATTGGAAGAGCTGTGCCAG



TTGGGAATGACCAATGCTCACCTGAAACCATCCGGCCGCCGCCTCACCTGAAAGG

CTGAAACAAACAGCGCAACTGTAC 




