IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake04g237800

Gene Model: OsKitaake04g237800.1.p
Description: OskEXPA-21

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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Query seq.
Superfanilies PLNOOOS0O

Name Accession Deseription Interval  E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 31-255 2.01e-88
SEQUENCES

Peptide

>0OskEXPA-21

MAPCLLLVLFLLPALATGHQHPSTLGSSALSEWRSAKASYYAADPEDAIGGACGFGD
LGKHGYGMATVGLSTALFERGAACGGCYEVKCVDDLKYCLPGTSIVVTATNFCAPN
FGLPADAGGVCNPPNHHFLLPIQSFEKIALWKAGVMPIQYRRVNCLRDGGVRFAVAG
RSFFLTVLISNVGGAGDVRSVKIKGTESGWLSMGRNWGQIWHINSDFRGQPLSFELTS
SDGKTLTNYNVVPKEWDFGKTYTGKQFLL*

CDS (coding sequence)
>0skEXPA-21

ATGGCTCCCTGCCTCCTCCTCGTCCTCTTCCTCCTCCCGGCGCTCGCCACCGGCCA
CCAGCACCCGTCCACCCTCGGCTCCTCCGCCCTCTCCGAGTGGCGCTCCGCCAAG
GCCTCCTACTACGCCGCCGACCCGGAAGACGCCATCGGTGGCGCGTGCGGGTTCG
GGGATCTGGGGAAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGLCGC
TGTTCGAGCGCGGCGCGGCGTGCGGCGGCTGCTACGAGGTGAAGTGCGTGGATG
ACCTCAAGTACTGCCTCCCCGGAACCTCCATCGTCGTCACGGCCACCAACTTCTG
CGCCCCGAACTTCGGTCTCCCCGCCGACGCCGGCGGCGTCTGCAACCCGCCCAAC
CACCATTTCCTCCTCCCCATCCAGTCCTTCGAGAAGATTGCGCTCTGGAAGGCCG
GCGTGATGCCCATCCAGTACCGCCGCGTCAACTGTCTTCGTGATGGTGGTGTGCG
ATTCGCAGTCGCTGGTCGAAGCTTCTTCCTGACAGTCCTAATTAGCAATGTCGGTG
GTGCTGGCGATGTCCGATCAGTGAAGATCAAAGGAACGGAGTCCGGTTGGCTCTC
GATGGGCCGCAACTGGGGGCAGATATGGCACATCAACTCTGATTTCAGGGGACA
GCCTCTCTCCTTCGAGCTCACCTCAAGTGATGGAAAAACATTGACCAACTACAAC
GTGGTCCCTAAGGAGTGGGACTTCGGCAAAACATACACTGGCAAGCAGTTCCTGC
TCTAG

Nucleotide
>0OskEXPA-21

TCTATGTCTAAATATCCACCTCCCTTTTCTCACAAGCATTCAAAAGCTACTCCTCA
CTAAGGGAAAAGAAAAACTCCATTAAAAATACCATTTAAAGCGTCTATAAAAAC
AATAAGGCCCCAGAACCTGCTACTATAGCCAAAGCAATTCACACTCGCACGGGCT
CGAGACGGCAGCACAGCTCCACTCCACTCCACTCTCCCCCACCACACCACACTGC
ACTGAGGCATACCGACGAACACCTTTGGAGCCATGGCTCCCTGCCTCCTCCTCGT



CCTCTTCCTCCTCCCGGCGCTCGCCACCGGCCACCAGCACCCGTCCACCCTCGGCT
CCTCCGCCCTCTCCGAGTGGCGCTCCGCCAAGGCCTCCTACTACGCCGCCGACCC
GGAAGACGCCATCGGTACGCATCCAAAGCTAGCTGGCTCTCTTTGGTCATCTCTG
CATCTAGGAACGAATCTGTCCTTGCGCTTCTTTAATTCTCCATAACTACCCCTAAG
GCCATGGAAGATTTCTCTTCCCGCATGTCCCGCGGACGAAATTTCCCTCAAAGCC
GCACGCTCGGTTACTTGAATTATCTGCGCGTACGGTTGGTTCTTGAATTGGTTGCT
TCCTCTATCATGGTTTCATCCGTAGGAGCGTGCTTGATTTGTGCCGTGCTGTTGGG
CGGATTACAGGTGGCGCGTGCGGGTTCGGGGATCTGGGGAAGCACGGGTACGGEG
ATGGCGACGGTGGGGCTGAGCACGGCGCTGTTCGAGCGCGGCGCGGCGTGLCGGC
GGCTGCTACGAGGTGAAGTGCGTGGATGACCTCAAGTACTGCCTCCCCGGAACCT
CCATCGTCGTCACGGCCACCAACTTCTGCGCCCCGAACTTCGGTCTCCCCGCCGA
CGCCGGCGGCGTCTGCAACCCGCCCAACCACCATTTCCTCCTCCCCATCCAGTCCT
TCGAGAAGATTGCGCTCTGGAAGGCCGGCGTGATGCCCATCCAGTACCGCCGGTA
CGTTCGATTCTTGGCTGCATCCTTTGATTGCTGCTATCTTTAGTCTACTTTGCACTG
GATTCTAGACTAGATCTGAGGTTTATGTTTCCCATTTTCTTAATCCACTTTGTGTG
GAAATGTGAAAGTGCTTAGAATTGCGTCGGTTGGTAGAATGTGGGATCCCAGAA
AAGCTGAATTATAAGTGGCCGTTGTGGAGGAAAGGAAATGGGCCGTCTTCCAAT
ACGGTCAACTTCTGTTAGAGCACCCGCAATGGTAAAGTAAGGTGCTCTCTATAAA
ACATGTACATCTCAGCAATAGACTAGATTAATAGTAAACCACCTCAATAGTATGT
CTACATGGGTATCTATAGCTCTCTAATGCATTGCCTCGTTTTTCTCTATAGACTAT
CTCCAGGTTAGTAGATAGCTTTGCTCTCTCTCTTCATTTAATCTCTTCAATGTAGG
AAAATATGCTGACATAGATATCTTGTAGAGAGCCTATAGATAACCATTGCGGGTG
CCCTTAGGGTTCAGTTGGATAGTTTCATGGTCCTTTATGCTGTAGTGTGTTTAGGT
GTCTAGGTTAGGAGAAAAAAGGGCAGTACTTTTAAAGCCTTCAGCCATTTGATGC
ACCATTTTCGTAAGTACTGTTAGAGTTCTAACTGTTTCAGTTGATTTGCTTCTGGC
TCAGCAGCACAAGAAACTGGTTTCCAAAAAAAAAAAGCAGCACAAGAAACTTGG
TGTATGCTTCAGTTAAAAATTCATATAGTTTGGAATAATATTTTGCTGGTTGGAAT
TAAAACGATGCAACTTACATGCACCATTGATCAGAAAACTAGCAGTAACTTACTA
TTGTCATCTAAATGTCGCTCGTGAGAATTCATTTATTCCATTACTCTACTAGTTTA
AGGTTGCTAGCTAGAATCCGGAGGCTGTGAGCTATGGACCTGCAGGTAACAGCA
ACTCACACCGAATTTATGCAAACAGCCTTCCTCATATCTGAGTTAGTTTACGAGGT
TTTCCCAGGCTAATCCTAATAATCAAGACTCAAAAGTACACAGTTCTGGGTAATT
TCCAGCAGTTTTTTTAATCTGTATCGGTAGGCACTAAGGAATGTTAGTCTGCTCCA
TTACATAGACCGTTTTCCATCACGCTTAATTCCTTTCTGGGGTACATTAGATGTTC
CTTTAAGCTTTCAATGACCACTAAGTTAGTCCCACAGGTTGAATTGCTGCATTATT
TGTGGACTGTAGCTGTCCTTAATTTGCTTTCTGTACTAGCAATTTATACCGGTTGG
TATGTCTTTCAAGTCCTTCAATAATTTGATCTGTTATCAAAACTAAAATAGTGTTA
AACAGATCAGTTCATAGTCAGGCATTATCTTTTCCTGCACTAGATTTTTCTTCACA
TCTTAGTGCTCTAGATCTAAATAGGTTACAATCTTCCAGTTGACGTCTGTAAATTA
GTGTACGTCATTTCTAGTAATATTCAAGAATTAATTTTACGAACCCCCTAATGTGA
TGCTGAATTAGGTTGCCTGTATTACTTTCTCAAATATTCTGAGGTATAGTTGAGTA
ATGCAATATCCATTATGTGCGTTTAAGTTGGCATCAAATGTGCGTCTAAGTTGGC
ATCAATTAGATGTTCAACTTCAAGATGGTTTCCTGAATATCATACTGTCATATTTA
TGTGCCTATCATACTTCCTCAAGATCGATGTTCCAGGACATTTTGTAGAGAACATC
AACCTGCAGCGCTTTTAAATTATTTCAGGCTTCACCATATGTTACAGGGCTCAGTT
GTTGGCAGGATTTCCATGAGAGTGACAATCTGTTTGAACGGATTGTTTCACTGAG
CAGTGAACCATCACAAGGACAGCTGTACAAGGCTATCAGTAACATGATAGCCTGT



AGATAGAAAGCAAAATTATTGTAGATTGTAAATTGGTCAGCAAAAATTGTCAATT
GTCACTAATCTTGGCGTGTTTAATTTGTATGCAGCGTCAACTGTCTTCGTGATGGT
GGTGTGCGATTCGCAGTCGCTGGTCGAAGCTTCTTCCTGACAGTCCTAATTAGCA
ATGTCGGTGGTGCTGGCGATGTCCGATCAGTGAAGATCAAAGGAACGGAGTCCG
GTTGGCTCTCGATGGGCCGCAACTGGGGGCAGATATGGCACATCAACTCTGATTT
CAGGGGACAGCCTCTCTCCTTCGAGCTCACCTCAAGTGATGGAAAAACATTGACC
AACTACAACGTGGTCCCTAAGGAGTGGGACTTCGGCAAAACATACACTGGCAAG
CAGTTCCTGCTCTAGAGAGGAAAGGGTACCAATAGCAGCTTACAGTTACAAATTT
TTTTCTGATCCTATGAGTTGGATTGTACTATTGTATATTCCTCTGAGGAACGATAA
TAGTATCATTAGAGAAAGAAATGTTTAGTGCAGAGCCTCCAATAGTAGTCCAACA
TAGAAAAGGTGCTCATAAATGTGGCATGTACCATTTGGAACTCTGATAATTGCAC
TACAGAGGCTTGATGTACCATTCAAAATAGAAGGCTGTACCTGTTGTCTCGATTG
TATGGTAATTATTTGTAGCAATTAAACAGTGTCATACCCTTGTCTGTAGATCTTTG
TTTTGTGGAGGCTGCATTAAGACTTTATACATGTAATGTGACATGGTAACAAGGA
GCAACTGAGCAAAGTACTAACTGTACTACTAGTAATTTGCAAGTTTACAAACAAG
GAGCAACTGAGC





