
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.1G264800 

Gene Model: Sevir.1G264800.1.p 

Description: SvEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-02 

MASKIQVRFRFTPFVALACLLRPGAPIELSDWSNDGGATWYGPPHGAGSDGGACGY

QNAVEQPPFSSMVTAGGLSIFQNGKGCGSCFQVKCTEHASCSGSPVTVVLTDECPDG

ACQQEPVHFDLSGTAFGAMAKPGQDDLLRNAGRLRVQYTRVPCNWHGMDVAFKV

DAGSNPYYLAVLIECESEDGDLRSVELIQSGGAWAPMQQSWGAVWKYNSGPALQAP

ISLRLISGSGRVLIADKVIPPGWTPGRTYRSIVNFNFS* 

CDS (coding sequence) 

>SvEXPB-02 

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG

CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC

GCGACGTGGTACGGCCCACCCCACGGAGCTGGGAGCGACGGTGGCGCGTGCGGG

TACCAGAACGCCGTGGAACAGCCACCGTTCTCCTCCATGGTCACCGCCGGCGGCC

TGTCCATCTTCCAGAACGGCAAGGGCTGCGGCTCCTGCTTTCAGGTGAAATGCAC

CGAGCACGCGTCGTGCTCCGGCAGCCCGGTGACCGTGGTCCTCACGGACGAGTGC

CCCGACGGCGCGTGCCAGCAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCG

TTCGGCGCCATGGCGAAGCCCGGCCAGGATGACCTGCTCCGCAACGCCGGCCGCC

TCAGGGTCCAGTACACTCGGGTGCCATGCAACTGGCACGGGATGGACGTCGCGTT

CAAGGTCGACGCCGGCTCGAACCCATACTACTTGGCGGTGCTGATCGAGTGCGAG

TCCGAGGACGGCGACCTGCGGTCCGTGGAGCTCATACAGAGCGGTGGCGCGTGG

GCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGTACAACTCGGGCCCTGCC

CTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCTCCGGCAGGGTGCTCATCGC

TGACAAGGTCATCCCACCCGGGTGGACCCCCGGCCGCACGTACCGCTCGATCGTC

AACTTCAACTTCTCATGA 

Nucleotide 

>SvEXPB-02 

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG

CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC

GCGACGTGGTACGGCCCACCCCACGGAGCTGGGAGCGACGGTGTCGAACTGTCT

ATGCACGGAGACACACATGAAACTGTATGTACGCGCGTAGCGAGTTCTCCGATCC



ATAGCAAAATCGAACCGCACTCATACGTTTTCTGCTCCAACCGCATGCATAGTTG

CATAGACGAAGAATTCTTAGTAATGCCTGCCCGCGTACGTGAATGTCACAATTTT

TTTTGTGTGTAGGTGGCGCGTGCGGGTACCAGAACGCCGTGGAACAGCCACCGTT

CTCCTCCATGGTCACCGCCGGCGGCCTGTCCATCTTCCAGAACGGCAAGGGCTGC

GGCTCCTGCTTTCAGGTACTGTTCGTGCAAACCATGACACGGCCGTATCTTCAAA

GTCACTCGTATTACTGCACTCACTTAATGCATGACGCCGCCGCCGTTGGTGTTAAC

AATAAATTCCTCTACCTCCAGGTGAAATGCACCGAGCACGCGTCGTGCTCCGGCA

GCCCGGTGACCGTGGTCCTCACGGACGAGTGCCCCGACGGCGCGTGCCAGCAGG

AGCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAAGCCCG

GCCAGGATGACCTGCTCCGCAACGCCGGCCGCCTCAGGGTCCAGTACACTCGGTA

AGCTATCGACCGCACGTACCGCGTGCGTGCACTGCACGGGTACTAGTCAGACAAG

TAGCATGGTGAAGGATCCAAACGGGCGGCACTGCCGATTCAAATTTCTTCAATGA

ACTTGGCGAAAATCTCAAACCAATCCACAAACCTCTCTTCTAATATCAAGTTCCG

CTAGCTATGCAAGAGCTAATGGACCTAGGAATGGTGCTAGGAACCAAATTAGAG

ACTAGCGGAAGCAGAAAAGAACGCAAACAAGTGTCAAAACACAAAAGTACGGA

AACTCCGCAAAAGTCTTCGGAAAATTCCGCAACTTCCGGAGAATCCGCACAAACC

TTCGAAGAATCCGCACCTACGGAATTTCCGAGAAATTCTTCAGAATATTCCGCAC

CTACGGAATTTTCCAGAAAGTTCTTCGGAAAATTCCGCACCTACAGAAATTTCTG

GAATATTCCGGAATATTCCGCAGCTCCAGAAAAACAGCCTTCGTGAGGAAGTTGG

AAAAATCCAAAACTCGATCAAACGACCTCCAAAAATCATGAAATTTGAACCTATG

ACTCACAACAACATACCAAAGCTATTCCCAAAGAATCACTTCAAAAAGCTTAAAT

ATTCATCACTAATTTTGGAGAACATTGAAACCCTACCAAGAACTCGAGACTTTGG

GAAAACTACAAATTCAAGCTGAACCTGTGGGGGATTTAAGGGGTATCACATCATA

GATGCTCACAAGGATCCTAGCAACAATTTCCCCCAACAAACCTCGCGCGATTTGG

GCTCAAACTCGAAGAACCAAAAATCCCCGAAAATAGCTTCGAAAAGACCGAAAA

AAATAGGAGAAACAAAAGATTTAGTCACGGATTTGAACCACAAACTCAAGTAAA

TCATGAGGACAATGTCTTTACAAGATAAGAACTAGCCTCCTTCCTTCATCCACCA

CTAAGATGAAGAAATTAAGAGAAAAGAGCAATCACCCTCTCAGTTCCCTCTCTCC

TCTCTCCCTCTAAGTACTTGGCTAACCTCTAAACAAATGAATTAGGGTTTCTTGCA

AGGGTGCTGAAACAACCAACCATCCATCCATACATCCATCCATATATATAGTTCA

TGACAGATGACTAAACTACCTCTACAGCTACAACTAAGATAACCGCCCACGTAAG

GTTATTTTGGTCTAGTTTTTTTAGACGCATCGGACAGACACGCCACCTTCGCGACT

CTGCTTTGCCTCGACGCAAGCTTCGCGATGATGCTACGTGCCTTCCTTATCGAAGC

TCCGGCCACACCTGGCTCGCCCCTGATTCTAAGGCCCAAACCAGGAAACCTATCT

GCGCTGTGGTTTTGAGGCTCAAACCATCCAAACCGTCCATCTCCGCTTGGCCGCCT

CGCGACATCCTCGATGTCGACGCGTGTCCGGCCTCCGTCAAGCCTCCCGCTCGAC

TCGACCAATAATGTCTCCATCCCGTCATGTTCTCTCACCCTTCCGTGCACCGTGTG

GACCGCCCATGACTTCGTTCTGACTCCTCGGGTCCATCGGTCCAAGCCTACTCGCG

TTTATCCTTCACCGCCCTTTGTCCATCGGCATGAACCTTTCGCCCTACCTTCACCG

CGTGCCGTCGGCCGCCATGTCGCATCCTACACCTGCACATCACAAGCTAAGAGTA

ACATCAAACTACACAACGTTGTCAATCACTCATCATCCAAGGGTGACCACCATTG

ATCCTCAACATGTAGTCACGCTTTCCGTGCATTACGCGTGATGCATACAGGTTACT

GCAGGGTGCACGTAGAGACAACATTTTTGGGGTAGCCTCCCCTTTGTGATACTAA

ATCTCGTGCTTGTCTTTTGTGCATGCAGGGTGCCATGCAACTGGCACGGGATGGA

CGTCGCGTTCAAGGTCGACGCCGGCTCGAACCCATACTACTTGGCGGTGCTGATC

GAGTGCGAGTCCGAGGACGGCGACCTGCGGTCCGTGGAGCTCATACAGAGCGGT

GGCGCGTGGGCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGTACAACTCG



GGCCCTGCCCTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCTCCGGCAGGGT

GCTCATCGCTGACAAGGTCATCCCACCCGGGTGGACCCCCGGCCGCACGTACCGC

TCGATCGTCAACTTCAACTTCTCATGA 




