IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.1G264800

Gene Model: Sevir.1G264800.1.p
Description: SVEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq.

binding site 3 a4y
specific hits Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 0d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 32-156 5.73e-75
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, Pl and Pl from Lolium perenne 164-239 2.68e-28

MASKIQVRFRFTPFVALACLLRPGAPIELSDWSNDGGATWY GPPHGAGSDGGACGY
QNAVEQPPFSSMVTAGGLSIFQNGKGCGSCFQVKCTEHASCSGSPVTVVLTDECPDG
ACQQEPVHFDLSGTAFGAMAKPGQDDLLRNAGRLRVQYTRVPCNWHGMDVAFKV
DAGSNPYYLAVLIECESEDGDLRSVELIQSGGAWAPMQQSWGAVWKYNSGPALQAP
ISLRLISGSGRVLIADKVIPPGWTPGRTYRSIVNFNFS*

CDS (coding sequence)
>SVEXPB-02

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG
CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC
GCGACGTGGTACGGCCCACCCCACGGAGCTGGGAGCGACGGTGGLGLCGTGLGGE
TACCAGAACGCCGTGGAACAGCCACCGTTCTCCTCCATGGTCACCGLCGGLGGLC
TGTCCATCTTCCAGAACGGCAAGGGCTGCGGCTCCTGCTTTCAGGTGAAATGCAC
CGAGCACGCGTCGTGCTCCGGCAGCCCGGTGACCGTGGTCCTCACGGACGAGTGC
CCCGACGGCGCGTGCCAGCAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCLG
TTCGGCGCCATGGCGAAGCCCGGCCAGGATGACCTGCTCCGCAACGLCLCGGLLGLC
TCAGGGTCCAGTACACTCGGGTGCCATGCAACTGGCACGGGATGGACGTCGCGTT
CAAGGTCGACGCCGGCTCGAACCCATACTACTTGGCGGTGCTGATCGAGTGCGAG
TCCGAGGACGGCGACCTGCGGTCCGTGGAGCTCATACAGAGCGGTGGCGCGTGG
GCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGTACAACTCGGGCCCTGCC
CTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCTCCGGCAGGGTGCTCATCGC
TGACAAGGTCATCCCACCCGGGTGGACCCCCGGCCGCACGTACCGCTCGATCGTC
AACTTCAACTTCTCATGA

Nucleotide
>SvEXPB-02

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG
CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC
GCGACGTGGTACGGCCCACCCCACGGAGCTGGGAGCGACGGTGTCGAACTGTCT
ATGCACGGAGACACACATGAAACTGTATGTACGCGCGTAGCGAGTTCTCCGATCC



ATAGCAAAATCGAACCGCACTCATACGTTTTCTGCTCCAACCGCATGCATAGTTG
CATAGACGAAGAATTCTTAGTAATGCCTGCCCGCGTACGTGAATGTCACAATTTT
TTTTGTGTGTAGGTGGCGCGTGCGGGTACCAGAACGCCGTGGAACAGCCACCGTT
CTCCTCCATGGTCACCGCCGGCGGCCTGTCCATCTTCCAGAACGGCAAGGGCTGC
GGCTCCTGCTTTCAGGTACTGTTCGTGCAAACCATGACACGGCCGTATCTTCAAA
GTCACTCGTATTACTGCACTCACTTAATGCATGACGCCGCCGCCGTTGGTGTTAAC
AATAAATTCCTCTACCTCCAGGTGAAATGCACCGAGCACGCGTCGTGCTCCGGCA
GCCCGGTGACCGTGGTCCTCACGGACGAGTGCCCCGACGGCGCGTGCCAGCAGG
AGCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAAGCCCG
GCCAGGATGACCTGCTCCGCAACGCCGGCCGCCTCAGGGTCCAGTACACTCGGTA
AGCTATCGACCGCACGTACCGCGTGCGTGCACTGCACGGGTACTAGTCAGACAAG
TAGCATGGTGAAGGATCCAAACGGGCGGCACTGCCGATTCAAATTTCTTCAATGA
ACTTGGCGAAAATCTCAAACCAATCCACAAACCTCTCTTCTAATATCAAGTTCCG
CTAGCTATGCAAGAGCTAATGGACCTAGGAATGGTGCTAGGAACCAAATTAGAG
ACTAGCGGAAGCAGAAAAGAACGCAAACAAGTGTCAAAACACAAAAGTACGGA
AACTCCGCAAAAGTCTTCGGAAAATTCCGCAACTTCCGGAGAATCCGCACAAACC
TTCGAAGAATCCGCACCTACGGAATTTCCGAGAAATTCTTCAGAATATTCCGCAC
CTACGGAATTTTCCAGAAAGTTCTTCGGAAAATTCCGCACCTACAGAAATTTCTG
GAATATTCCGGAATATTCCGCAGCTCCAGAAAAACAGCCTTCGTGAGGAAGTTGG
AAAAATCCAAAACTCGATCAAACGACCTCCAAAAATCATGAAATTTGAACCTATG
ACTCACAACAACATACCAAAGCTATTCCCAAAGAATCACTTCAAAAAGCTTAAAT
ATTCATCACTAATTTTGGAGAACATTGAAACCCTACCAAGAACTCGAGACTTTGG
GAAAACTACAAATTCAAGCTGAACCTGTGGGGGATTTAAGGGGTATCACATCATA
GATGCTCACAAGGATCCTAGCAACAATTTCCCCCAACAAACCTCGCGCGATTTGG
GCTCAAACTCGAAGAACCAAAAATCCCCGAAAATAGCTTCGAAAAGACCGAAAA
AAATAGGAGAAACAAAAGATTTAGTCACGGATTTGAACCACAAACTCAAGTAAA
TCATGAGGACAATGTCTTTACAAGATAAGAACTAGCCTCCTTCCTTCATCCACCA
CTAAGATGAAGAAATTAAGAGAAAAGAGCAATCACCCTCTCAGTTCCCTCTCTCC
TCTCTCCCTCTAAGTACTTGGCTAACCTCTAAACAAATGAATTAGGGTTTCTTGCA
AGGGTGCTGAAACAACCAACCATCCATCCATACATCCATCCATATATATAGTTCA
TGACAGATGACTAAACTACCTCTACAGCTACAACTAAGATAACCGCCCACGTAAG
GTTATTTTGGTCTAGTTTTTTTAGACGCATCGGACAGACACGCCACCTTCGCGACT
CTGCTTTGCCTCGACGCAAGCTTCGCGATGATGCTACGTGCCTTCCTTATCGAAGC
TCCGGCCACACCTGGCTCGCCCCTGATTCTAAGGCCCAAACCAGGAAACCTATCT
GCGCTGTGGTTTTGAGGCTCAAACCATCCAAACCGTCCATCTCCGCTTGGCCGCCT
CGCGACATCCTCGATGTCGACGCGTGTCCGGCCTCCGTCAAGCCTCCCGCTCGAC
TCGACCAATAATGTCTCCATCCCGTCATGTTCTCTCACCCTTCCGTGCACCGTGTG
GACCGCCCATGACTTCGTTCTGACTCCTCGGGTCCATCGGTCCAAGCCTACTCGCG
TTTATCCTTCACCGCCCTTTGTCCATCGGCATGAACCTTTCGCCCTACCTTCACCG
CGTGCCGTCGGCCGCCATGTCGCATCCTACACCTGCACATCACAAGCTAAGAGTA
ACATCAAACTACACAACGTTGTCAATCACTCATCATCCAAGGGTGACCACCATTG
ATCCTCAACATGTAGTCACGCTTTCCGTGCATTACGCGTGATGCATACAGGTTACT
GCAGGGTGCACGTAGAGACAACATTTTTGGGGTAGCCTCCCCTTTGTGATACTAA
ATCTCGTGCTTGTCTTTTGTGCATGCAGGGTGCCATGCAACTGGCACGGGATGGA
CGTCGCGTTCAAGGTCGACGCCGGCTCGAACCCATACTACTTGGCGGTGCTGATC
GAGTGCGAGTCCGAGGACGGCGACCTGCGGTCCGTGGAGCTCATACAGAGCGGT
GGCGCGTGGGCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGTACAACTCG



GGCCCTGCCCTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCTCCGGCAGGGT
GCTCATCGCTGACAAGGTCATCCCACCCGGGTGGACCCCCGGCCGCACGTACCGC
TCGATCGTCAACTTCAACTTCTCATGA





