IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0016s0113

Gene Model: Kaladp0016s0113.1.p
Description: KIEXPA-05

Family: Alpha Expansin

3D structure:
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Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-
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Peptide

>KfEXPA-05

MGGASVIFVGVCCCLLVMVCCNVNAFAPSGWTKAHATFYGGSDASGTMGGACGY
GNLYSTGYGTRTAALSTALFNDGASCGQCYKIICDYRADTRWCIKGVSVTVTATNFC
PPNFAQANDNGGWCNPPLEHFDMAQPAWEKIGIYRGGIVPVMYQRVPCKKHGGVRF
TINGRDYFELVLITNVAGSGSIQSVSVKGSRTSWMAMSRNWGVNWQSNAYLNGQSL
SFQVTTTDGETRVFPDVIPSGWSFGQSYASHVQF*

CDS (coding sequence)
>KfEXPA-05

ATGGGAGGAGCATCCGTAATCTTTGTCGGAGTCTGCTGCTGCTTACTGGTGATGG
TATGTTGCAATGTCAATGCATTCGCTCCTTCTGGTTGGACCAAGGCTCATGCCACT
TTCTATGGCGGCAGTGACGCATCTGGAACAATGGGTGGGGCTTGTGGATATGGGA
ATCTGTACTCAACAGGGTATGGGACAAGGACAGCGGCTCTAAGCACGGCGCTGTT
CAACGATGGAGCCTCGTGCGGGCAATGTTACAAGATCATTTGCGACTACCGGGCT
GATACAAGATGGTGTATCAAGGGGGTTTCAGTCACCGTCACAGCAACCAACTTCT
GTCCACCCAACTTTGCTCAAGCTAATGACAATGGCGGGTGGTGCAACCCGCCCCT
CGAGCATTTTGATATGGCCCAACCAGCTTGGGAGAAGATCGGTATCTACAGAGGA
GGCATTGTCCCAGTCATGTATCAACGGGTGCCATGTAAGAAACATGGGGGAGTG
AGGTTCACAATCAATGGAAGAGACTACTTTGAGCTTGTGCTGATAACCAACGTGG
CTGGAAGTGGATCCATTCAATCTGTGTCAGTCAAAGGCTCCAGAACTAGCTGGAT
GGCCATGTCAAGGAACTGGGGTGTCAACTGGCAGTCAAATGCATATCTCAACGGC
CAGTCCCTGTCGTTCCAAGTCACAACTACCGATGGAGAGACCAGAGTTTTCCCTG
ATGTGATTCCATCAGGCTGGAGTTTTGGGCAGAGCTATGCCAGCCATGTTCAATT
CTAG

Nucleotide
>SKFEXPA-05

AAGAGAGCATGTGAGGTGTTGATGGAGTCACACCCAGTAGAACATGGGAATAAT
TGAATGGTGCCAACTAACTCCTCCACAGATAATGAAATTCATAATCTAAGATTGA
AAAAAAAAGAAAGAAAGAGAGAGAGAAAGAAAGATGACAGAGAGGTCGCATGT
GAGTCTCTGCTATCTGTCTCTCCTTATTTAACTCAGCCAGCCACTAATATTATTAT



GCTCACAACCCCAGCCCAATCAAGCCACCCTCCCTCTCTCTCCCTCTCTGATTTGC
TTCATTAATTCTTCCGATTCCCGGTCTTGGAAAATGGGAGGAGCATCCGTAATCTT
TGTCGGAGTCTGCTGCTGCTTACTGGTGATGGTATGTTGCAATGTCAATGCATTCG
CTCCTTCTGGTTGGACCAAGGCTCATGCCACTTTCTATGGCGGCAGTGACGCATCT
GGAACAATGGGTACTAATTCTTACAGTACATTATTAGCTTGATGAATATGTTTTCT
CAAGTGCTCGCTCTTACATTATATGCTTCTTCTGTTAGCTTCATCTACCTCTTCTCG
CCGGTCACAACTTCAGATCTAACAAAACTACTATGGGTTCCTTCTTGTAATGTAG
GTGAAATCGTAAAAGAATGATATGTTTTGTTTCAAAATCATATGCAGGTGGGGCT
TGTGGATATGGGAATCTGTACTCAACAGGGTATGGGACAAGGACAGCGGCTCTA
AGCACGGCGCTGTTCAACGATGGAGCCTCGTGCGGGCAATGTTACAAGATCATTT
GCGACTACCGGGCTGATACAAGATGGTGTATCAAGGGGGTTTCAGTCACCGTCAC
AGCAACCAACTTCTGTCCACCCAACTTTGCTCAAGCTAATGACAATGGCGGGTGG
TGCAACCCGCCCCTCGAGCATTTTGATATGGCCCAACCAGCTTGGGAGAAGATCG
GTATCTACAGAGGAGGCATTGTCCCAGTCATGTATCAACGGTACATTCACGACTC
CCGCTAAAGAATGTAGTAGTAATACACAAAGCCTGTAGAAATGAATGAGACATG
TTTGGTGTGCAGGGTGCCATGTAAGAAACATGGGGGAGTGAGGTTCACAATCAAT
GGAAGAGACTACTTTGAGCTTGTGCTGATAACCAACGTGGCTGGAAGTGGATCCA
TTCAATCTGTGTCAGTCAAAGGCTCCAGAACTAGCTGGATGGCCATGTCAAGGAA
CTGGGGTGTCAACTGGCAGTCAAATGCATATCTCAACGGCCAGTCCCTGTCGTTC
CAAGTCACAACTACCGATGGAGAGACCAGAGTTTTCCCTGATGTGATTCCATCAG
GCTGGAGTTTTGGGCAGAGCTATGCCAGCCATGTTCAATTCTAGGCTGTTGCCCCT
CCCGGGTTCTGAGTTCACATTCGCAAGAGGCGTGCTTCGGCGTTATCATAGCTTTA
AAGCAGCCCGCGACGAGTGAGTTCTTTATTGAGGCCAAACGAGTCATGATTCCGC
AAGGGATAACCAATTTAGATTTATAAAAGCTTGTTATTCGAAGAGGAATGCAGCC
TTTGTACTACTATCTGAGTAGCTGGGAGTCGCAAACAAGTTTCCCATCAATAAAT
TTACAAAAATGCATGCTGGAATTTCCACACAGATATTAATCTGAAAAAGAATAAC
TGAAGTTATCTA





