IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0001s0373

Gene Model: Anaoc.0001s0373.1.p
Description: AocEXPA-02
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE

AocEXPA-02
5

| 1 ' 1 1 1 1 1 1 1 4
by 20y 400t Gibp HKbp 1000p 1200bp 1300bp 1600p 1800bp

Legend:
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DOMAIN ARCHITECTURE
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Query seq. MYOGATSRPHFDLAMPNFLKIAEYRAGIVPYAYRRYPCRKRGG IRFTYNGFRYFNLYLY THYAGAGDIYRYSYKGSKTGULSMSRNUGONUOSNAYLYGOALSFRYTGGORRTSTSUNYAPPNUQFGOTF TGKNFRY

Superfanilies PLNO0OS0

+ Name Accession Description Interval E-value
[+] PLND0O50 super family 31535 expansin A; Provisiona 10-135 6.548-62
SEQUENCES

Peptide

>A0cEXPA-02

MVDGATSRPHFDLAMPMFLKIAEYRAGIVPVAYRRVPCRKRGGIRFTVNGFRYFNLV
LVTNVAGAGDIVRVSVKGSKTGWLSMSRNWGQNWQSNAVLVGQALSFRVTGGDR
RTSTSWNVAPPNWQFGQTFTGKNFRV*

CDS (coding sequence)
>AocEXPA-02

ATGGTGGATGGTGCAACCTCCCGTCCTCACTTCGACCTCGCCATGCCCATGTTCCT
CAAGATCGCCGAGTACCGTGCTGGAATTGTTCCCGTTGCTTATCGCAGGGTGCCA
TGCAGAAAGCGTGGTGGAATCAGATTCACCGTTAACGGTTTCCGTTACTTTAACT
TGGTGTTGGTGACCAACGTGGCTGGCGCAGGAGATATTGTGCGCGTGAGCGTGAA
GGGAAGCAAAACTGGGTGGTTGAGCATGAGCCGTAACTGGGGGCAAAATTGGCA
ATCAAATGCTGTACTCGTGGGCCAGGCTCTTTCATTTAGGGTCACGGGCGGTGAT
CGCCGCACTTCAACTTCATGGAACGTGGCACCTCCTAATTGGCAGTTCGGTCAAA
CCTTCACGGGAAAGAATTTCCGTGTCTAA

Nucleotide
>A0cEXPA-02

AGACAATGAAAATGACTCGCAGTAGTAAATGCTATTCATTACATTTCACTGTTCTT
TCTCTTTAACCTAACCCCTCTCTCTCTTTAAGTACCCCTCACCCTCTTCCCGCTTTG
TGTCATTCGCCCCTAAACCCACACACGCTCTCTCTGTCTCTCTCTCTGTCCAAAGC
[TTTTTTTTTTCTTTTCACTCACAATGGCTGTTGCGAATGTGCTCTGTTATGCTTTG
CTCACATTTTCCTTATTCGCGGCGGTGATGCTAAAATTCCTGGTGCTTTCGCTGGT
GGGCCATGGCAAACTGCCCATGCTACTTTCTATGGTGGTAGTGACGCCTCCGGAA
CTATGGGTATAGACTTTTTGCCCTTACATTTTTCCGTGTTTTACTGCTTGTACGTGA
GTAGCTGACTGATGGTGTTTTTTTTGTCTAAGGTGGTGCTTGTGGGTACGGAAATC
TTTACAGCCAGGGCTACGGCGTCAAACCGCCGCGTTAAGTACGGCTCTATTCAAC
AACGGTCTGAGCTGCGGCGCGTGCTTTGAGATAAAGTGCGATAACGATCCCAAAT
GGTGCCACTCTGGCAGCCCCTCCATCTTCGTTACTGCAACCAACTTCTGTCCTCCA
AACTTCGCTCAGCCGTCCGACAATGGTGGATGGTGCAACCTCCCGTCCTCACTTC
GACCTCGCCATGCCCATGTTCCTCAAGATCGCCGAGTACCGTGCTGGAATTGTTC
CCGTTGCTTATCGCAGGTGAGTTTACTTAAATGCCCATCATTTTAACGTTTTCGTC




ATTTTACATGGTTAACAGGGATGCCAGAGAATGGAAAACCTTAAGGTTGGGGCA
AACTTTTTCTTTTTTATTTTCGAATAATTAAATATTTTTTTTCTTTTCTTGGAAATA
AACTGAGACTGAAAAGAGTTGCCTTTATTATGTCAGCTTTTATGTCTTTATTTGCC
TATTCGCTCGGGTGCGGTGGGTTGCCCCACTTTACATTAAATTACTCCAATAAACT
TTACCCAATTTTCACTTTCACAAGGGCATTATGTAAATAGGTCAAAAAATTTAAC
CGGAAAAGAAGGATGGGGCAGTGCCGCAGTCAGAAAATCTGGGACACATTTCTT
AATTTACATTAAAACATGCTTCTTTTTTACCAGAATCTTCGGGTCTTTAGCCGTTTT
TAAAAGGGCCCTTAACTGTCACGGTGACGATTCTGTCAACTGTTTATATTGTTCGT
TTGCAGGGTGCCATGCAGAAAGCGTGGTGGAATCAGATTCACCGTTAACGGTTTC
CGTTACTTTAACTTGGTGTTGGTGACCAACGTGGCTGGCGCAGGAGATATTGTGC
GCGTGAGCGTGAAGGGAAGCAAAACTGGGTGGTTGAGCATGAGCCGTAACTGGG
GGCAAAATTGGCAATCAAATGCTGTACTCGTGGGCCAGGCTCTTTCATTTAGGGT
CACGGGCGGTGATCGCCGCACTTCAACTTCATGGAACGTGGCACCTCCTAATTGG
CAGTTCGGTCAAACCTTCACGGGAAAGAATTTCCGTGTCTAAGGATCTTATTTATT
AATCACTGTTTGAGAAAAGAGAAAACATTTTGATCTCCCGCCTTCAAATTTGTTTC
CCTTTATTTTCCCGGGAAAATTTGAAGCGATGGGTGAAATGGGATTTGAAATTAG
GATTCAAGTTAAAGTGATAAGTGATTGTGATAGGTAAGGTAGAAAAAGAGAATA
AAGTAAGAGTGTGGCACTTGCTTTTCTTTCTTTTGCTTTGACATGTAATATTGGCT
CGGTGATGATAGTAAAAAACCAGCCATTACTGTAAGAGGC






