
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0000s0533 

Gene Model: Sphfalx0000s0533.1.p 

Description: SfEXPA-03 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-03 

MAAVLLRMVFVLTLTCAHQLARAQSSGLYTGDATWSGAHATFYGGSDATGTQGGA

CGYGNLYSQGYGTNTAALSTALFNNGLSCGACFEVKCNEPRWCVSEATVTVTATNF

CPPNPYLPNDNGGWCNMPLQHFDMAVPAYQQIAIYQAGIVPVLYRRVPCVKSGGVH

FTINGNPYFLLVLVSNVGGAGDVQSLSCKGEKTGWYPMERNWGQNWQYSGNAMD

GQALSFMITTSDGRTLVSQDAAPSNWQFGQTFEGSQF* 

CDS (coding sequence) 

>SfEXPA-03 

ATGGCGGCAGTGCTCCTTCGAATGGTTTTTGTCTTGACTCTGACGTGCGCCCATCA

GTTGGCACGCGCTCAGAGTTCTGGTCTGTACACTGGTGATGCAACATGGAGCGGC

GCGCATGCCACGTTTTATGGTGGTAGTGACGCCACGGGCACCCAAGGAGGTGCTT

GCGGGTATGGAAACCTGTATAGCCAGGGCTATGGAACGAACACAGCAGCTCTGA

GCACGGCCCTCTTCAACAACGGCCTGAGCTGTGGGGCATGCTTTGAGGTCAAATG

CAACGAGCCTCGATGGTGTGTATCCGAAGCTACGGTGACTGTGACGGCAACCAAC

TTCTGTCCTCCCAACCCTTATTTGCCCAACGACAACGGTGGATGGTGCAACATGC

CTCTCCAGCATTTCGACATGGCTGTTCCCGCTTACCAGCAGATTGCTATCTACCAA

GCGGGAATTGTCCCCGTCCTCTACCGCAGGGTTCCTTGTGTCAAGTCGGGGGGTG

TGCATTTCACCATCAACGGCAACCCCTACTTTCTTCTAGTGCTGGTGTCCAATGTG

GGCGGTGCAGGGGATGTGCAGTCCTTGTCATGCAAGGGAGAAAAAACTGGGTGG

TACCCGATGGAAAGAAACTGGGGCCAAAACTGGCAATACAGTGGCAATGCAATG

GACGGTCAAGCTTTGTCTTTCATGATCACCACCAGTGATGGCAGAACTCTTGTCTC

ACAGGATGCTGCTCCTTCAAACTGGCAATTCGGACAAACTTTTGAAGGCTCACAG

TTCTAG 

Nucleotide 

>SfEXPA-03 

CAACCCATCCCACTTCTCCCTCTCTTCCCCTCTTTGCTTCGCGTCGCTCCTCATCGC

TCCCCATCAATCTTTGCTTGCTGCTCTGCTTCCTCCTGTTGTCTATTGTCTGTAACT

GCCATTGCGCAAGGCAAACAGGCAGGAAGTAGGCCATCCGTCCTCCACACAATTT

CTGTCTCACCTCAAGTAAGCTTTCTGAGCTTCTCGCTCACGGCTCGTATTTGTATG

TGTGTGTGTTTGTTTGTCTGTCTGTTTTTTAAAGCTCCTTTTGCTCTGTAACTGTTG



TTGTTGTCGTGGTCGTTTATTTTTTCATTTCTCGTCTGTGATTCAGAGAGTTCTCAT

CCTTTTAACGTATGGTGTAGTTTGTCGAGTCCACACTTTCTTGGATTACTGCAGAA

GTGCCGTGTGCATGGCTTCATGAGTTTTGGCTCCTTGGTGGTTTTTATTGTTCATG

ACTTGGATTTTTGTGCGGGAAACTGCTTGTTGGGATTTTGTCTCTTCTGTATATTG

ATTCATATTGAGGGTGAAAGATTTGGGTTTCGCCTCCTTTCCGATTAACGTTGTTG

TAGCTTTTTACACTTGTTGCGATTTCCGGATGTGGCTTTACGAGTCCCATTTTTTTC

TCCCTCTTTCTCCTTTGATACTGAGAGTGGCGCATGTGATGTTCTCGTGGAATTGG

TTCCATTTTATTTACATCGCTTGCTGAAAACGATCTGGTCTTAAATGCAGTGTTTC

CCGTTGTTTTCGTCTCATTGCTATTGCTCCATGTGCAGCGAGATGGCGGCAGTGCT

CCTTCGAATGGTTTTTGTCTTGACTCTGACGTGCGCCCATCAGTTGGCACGCGCTC

AGAGTTCTGGTCTGTACACTGGTGATGCAACATGGAGCGGCGCGCATGCCACGTT

TTATGGTGGTAGTGACGCCACGGGCACCCAAGGTATAGCACTCATGTCTGGCCGA

GATCTTGAGCTAGGAGGATGGCTTTAATAGAGTGTGTTACACCTGACGAAGCTCA

CTTCCACGCTTCATCTGCATTGTTTGCTTGACTCATGTTTCTGAAATATGTCACCGT

CGCAGGAGGTGCTTGCGGGTATGGAAACCTGTATAGCCAGGGCTATGGAACGAA

CACAGCAGCTCTGAGCACGGCCCTCTTCAACAACGGCCTGAGCTGTGGGGCATGC

TTTGAGGTCAAATGCAACGAGCCTCGATGGTGTGTATCCGAAGCTACGGTGACTG

TGACGGCAACCAACTTCTGTCCTCCCAACCCTTATTTGCCCAACGACAACGGTGG

ATGGTGCAACATGCCTCTCCAGCATTTCGACATGGCTGTTCCCGCTTACCAGCAG

ATTGCTATCTACCAAGCGGGAATTGTCCCCGTCCTCTACCGCAGGTGAACTTTAA

ATGGCGGAATCTGCTTACCTTCAAAGCTTGCGATGTCTTTGTTTGATCCTCGCAAC

ACCGAAATGCATTCTCGAGAGTCGTTGAGGATGCGAAAGGATCTTCCGTTCTCTT

GTAGATCATATTTGAAAATCCCTTTTTCTTGAAGGATCATATCTGAAAACCTTCAA

CTTTCTGGCTTTGAACTCTAGAGTTTCCCTGCAATTGTTTGACTTACTGTGTTGTTT

TTTGATCGACCAGGGTTCCTTGTGTCAAGTCGGGGGGTGTGCATTTCACCATCAA

CGGCAACCCCTACTTTCTTCTAGTGCTGGTGTCCAATGTGGGCGGTGCAGGGGAT

GTGCAGTCCTTGTCATGCAAGGGAGAAAAAACTGGGTGGTACCCGATGGAAAGA

AACTGGGGCCAAAACTGGCAATACAGTGGCAATGCAATGGACGGTCAAGCTTTG

TCTTTCATGATCACCACCAGTGATGGCAGAACTCTTGTCTCACAGGATGCTGCTCC

TTCAAACTGGCAATTCGGACAAACTTTTGAAGGCTCACAGTTCTAGTTCGAGCAA

AGGCATCTCATTCTTGGTCATGGAAATCTGCATTCTGAGTATCTTTTATATGCAGT

AGATAGATTCTTCGGGCTACTTGTACAATATGCTAGCTTTGATATTGAGCCGAGG

TTAAACTAAAATGCACCCGCTCATATATCAATATCAACGTTTCTAAATCTGCTTCA

GATTGCCCGAAGAAACTGCAACATTTATGCTGCTGATGATGATGATCTCTTTTGA

GGTGGAAAATCATGTTACTATGGAGGATGTGATGGCAGTGGAGCAACTTGTCTTC

CGCCTCCATAGAAATGTATGCAGTGAACTAGGAAAGGAAGTTTGAGTTTGCTTTT

GCCTTATTATTGTCTGGTTGCTGGGGTGGTTGAAATTACAGCCACCCGCTCCAGG

ACATTTTTCAGAGTCTTTCTTCAAATCTGGTCTTTTCAAATATGCTTCATATCCAG

GTGAAGGATATTCGCCAAGTGGGAAATAGCTAGAAGTAAGAGTTTTCATTTTTGG

AACCATTACAATGTTTATTTTAAAGACTCTTTTGATTTTTGAATTTTTATTAACTTT

GGTTCAAACCAGTCACTTTGCTAGGTATTCCTCACTGCAACTTTTGTTTCACTCAG

TGAAATTGAAAAATAAAGACGGGATGATGGTAGATATATTCTACACACTTAGTTC

TCACAAGAATTTTTAGACATGACTA 


