IDENTIFICATION
Species: Daucus carota
Locus: DCAR_027424

Gene Model: DCAR_027424
Description: DCEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
KEGG: https://www.genome.jp/entry/T05350

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
https://www.genome.jp/entry/T05350

GENE STRUCTURE

DcEXPA-22
5

I N . . . . . . . .
obp 100bp 20bp 3000p 300bp S00bp 600bp T0bp 800hp Hbp

Legend:

Exon = Intron

DOMAIN ARCHITECTURE

Query seq,
Superfanilies PLN000S50

Name Accession Description Interval E-value
[+] PLN00050 super family 535 expansin A. Provisional 10-216 391e-124
SEQUENCES
Peptide
>DcEXPA-22

MFLVGFVALMASSVQGYGGWSGAHATFYGGGDASGTMGGACGYGNLYSQGYGTN
TAALSTALFNNGLSCGSCYEIKCVNDNQWCLPGSIMVTATNFCPPNSDGGWCNPPNQ
HFDLSQPIFQHIAQYKAGIVPVSYRRVPCQRRGGIRFQINGHSYFNLVLVTNVGGAGD
VHAVSIKGSRTGWQPMSRNWGQNWQSNNYLNGQSLSFKVTTSDGRTV*

CDS (coding sequence)
>DcEXPA-22

ATGTTCTTGGTGGGCTTTGTTGCATTAATGGCCTCCTCTGTTCAAGGATATGGAGG
TTGGTCTGGTGCTCATGCCACCTTCTATGGTGGGGGTGATGCCTCAGGCACAATG
GGTGGGGCTTGTGGATATGGGAATCTGTACAGCCAAGGTTATGGAACAAACACT
GCAGCTTTGAGTACTGCTCTGTTCAACAATGGGTTAAGCTGTGGGTCTTGCTATGA
GATTAAGTGTGTTAATGACAATCAATGGTGTCTGCCTGGCTCCATCATGGTCACT
GCAACTAACTTCTGTCCACCCAACAGTGATGGAGGCTGGTGTAATCCTCCCAACC
AGCACTTTGACCTCTCCCAGCCTATTTTCCAACACATTGCTCAATACAAAGCTGGC
ATAGTCCCTGTTTCCTACAGGAGGGTACCATGCCAGAGGAGGGGAGGCATAAGG
TTTCAAATAAATGGTCATTCTTACTTCAACTTGGTTTTAGTCACAAATGTTGGTGG
TGCTGGAGATGTTCATGCTGTTTCAATCAAAGGATCAAGGACTGGTTGGCAACCA
ATGTCAAGAAACTGGGGACAGAACTGGCAGAGCAACAACTATCTCAATGGTCAA
TCTCTGTCTTTCAAGGTCACCACAAGTGATGGAAGAACTGTTNACTGA

Nucleotide
>DcEXPA-22

ATGTTCTTGGTGGGCTTTGTTGCATTAATGGCCTCCTCTGTTCAAGGATATGGAGG
TTGGTCTGGTGCTCATGCCACCTTCTATGGTGGGGGTGATGCCTCAGGCACAATG
GGTATGTCAAAAATTAGATAAAAACTAAAAATAATTTTTAACTTTTTTTTTTTGGC
CTTTCTCTAATGATTTGGTGTTGGGGACTATTATAGGTGGGGCTTGTGGATATGGG
AATCTGTACAGCCAAGGTTATGGAACAAACACTGCAGCTTTGAGTACTGCTCTGT
TCAACAATGGGTTAAGCTGTGGGTCTTGCTATGAGATTAAGTGTGTTAATGACAA
TCAATGGTGTCTGCCTGGCTCCATCATGGTCACTGCAACTAACTTCTGTCCACCCA
ACAGTGATGGAGGCTGGTGTAATCCTCCCAACCAGCACTTTGACCTCTCCCAGCC
TATTTTCCAACACATTGCTCAATACAAAGCTGGCATAGTCCCTGTTTCCTACAGGA




GGTGAACCCTCTAATCCTTGCTACAGGCTCGGTCGAAATAAGTCACTTATTTCCA
GAAAAAAATATATGAATATTTATTTTTTATGGAAATAAGTGACTTATTTATGCAA
ATAAGACATATAAAATATTTATTAAAAAATTTGACACTAACAAATATTTTGTAAA
TGCGAAACCCAAAATAAGTATCTTTTTTATAAAATAAGGTCAGTCAAACAAGCTG
ATACTAATGAAATCTTGGTTTTGGTTTGAACAGGGTACCATGCCAGAGGAGGGGA
GGCATAAGGTTTCAAATAAATGGTCATTCTTACTTCAACTTGGTTTTAGTCACAAA
TGTTGGTGGTGCTGGAGATGTTCATGCTGTTTCAATCAAAGGATCAAGGACTGGT
TGGCAACCAATGTCAAGAAACTGGGGACAGAACTGGCAGAGCAACAACTATCTC

AATGGTCAATCTCTGTCTTTCAAGGTCACCACAAGTGATGGAAGAACTGTTNACT
GA






