
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.001G301300 

Gene Model: Sobic.001G301300.1.p 

Description: SbEXPB-09 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-09 

MAAAGAAALLALLAALVVVVTHSGASALPAVVNNHTSAARQLRGRSGGWQMAKA

TWYGAPYGAGPDDNGGACGFKNTNQYPFMSMTSCGNQPLFQDGQGCGACYQIRCT

AKNNPACSGEVKTVMITDMNYYPVARYHFDLSGTAFGSMARPGLNDKLRHAGIIDIQ

FRRVACNNRGLTVNFHVQAGSNPNYLAVLVEYANKAGTVVQMDAMEANSGHWMP

MRRSWGSVWRLDSYRALRGPFSMRIRSENGRTLVANNVIPANWRANTDYRSYVQFT

* 

CDS (coding sequence) 

>SbEXPB-09 

ATGGCCGCCGCCGGAGCAGCTGCACTTCTTGCCCTCCTCGCCGCGCTTGTTGTCGT

CGTCACGCATTCCGGCGCAAGCGCACTGCCGGCGGTGGTGAACAACCACACCTCC

GCCGCCCGCCAACTCCGCGGTCGTTCCGGCGGCTGGCAGATGGCCAAGGCCACCT

GGTACGGCGCGCCCTACGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGGT

TCAAGAACACCAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCC

CTTGTTCCAGGACGGCCAGGGCTGCGGCGCATGCTACCAGATCAGGTGCACCGCT

AAAAACAACCCAGCCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATG

AACTACTACCCGGTGGCGAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGGT

CCATGGCGAGGCCGGGGCTCAACGACAAGCTCCGGCACGCGGGCATCATCGACA

TCCAGTTCAGGAGGGTGGCCTGCAACAACCGGGGGCTCACCGTCAACTTCCACGT

GCAGGCCGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAA

GGCCGGCACCGTGGTGCAGATGGACGCCATGGAGGCCAACTCCGGCCACTGGAT

GCCCATGCGCCGCTCCTGGGGGTCCGTCTGGCGGCTCGACTCCTACCGCGCGCTC

AGGGGCCCCTTCTCCATGCGCATCCGCAGCGAGAACGGCAGGACGCTGGTGGCC

AACAATGTCATCCCGGCAAACTGGAGGGCCAACACCGACTACCGCTCCTACGTCC

AGTTCACTTAA 

Nucleotide 

>SbEXPB-09 



AACACAAGCAGCTAGCCAGCAAACGCACATACTACAAGGTTTCTTGTTAGCTTCT

GCCGCTGGTACTACATTGTGTGACGCGATCGAGCTGAGATAATGGCCGCCGCCGG

AGCAGCTGCACTTCTTGCCCTCCTCGCCGCGCTTGTTGTCGTCGTCACGCATTCCG

GCGCAAGCGCACTGCCGGCGGTGGTGAACAACCACACCTCCGCCGCCCGCCAAC

TCCGCGGTCGTTCCGGCGGCTGGCAGATGGCCAAGGCCACCTGGTACGGCGCGCC

CTACGGCGCCGGCCCCGACGACAACGGTACGTACGTACGTAGTAGTGTGTCAGTT

TCCGCCATGCATCGTCGTCGGTGTGCGCCGCCAATGCTAGCTGTCGTGCTGACATT

TCGGATTTTGCCAATGTGCCGTGGCTGACATTGTGCTGTCCTTGCACCGACGATCG

GTGTTTCTCTGCAGGCGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTTC

ATGTCCATGACGTCGTGCGGCAACCAGCCCTTGTTCCAGGACGGCCAGGGCTGCG

GCGCATGCTACCAGGTACTACTCCAATCAACTTGCTGTTTATATTACCCGTCCACT

TGTCCGCTTCATTTAATTCAAATCGGTCAACTGTATTAGTAGCTAGCTAGCAGAGT

GTATCTTTTTTCCCCTCGAATCGAAGTTAATAGCGACAATTTTTAATTTGGTGCGT

ATGTATCAGTGCCCACGCTAGTGGAATTGTTGAGGTCAAACGGAAGCATCTTTTC

ACGTTCTCTTACTTTTGATCTAAATAACAATACAGATCAGGTGCACCGCTAAAAA

CAACCCAGCCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATGAACTA

CTACCCGGTGGCGAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGGTCCATG

GCGAGGCCGGGGCTCAACGACAAGCTCCGGCACGCGGGCATCATCGACATCCAG

TTCAGGAGGGTGGCCTGCAACAACCGGGGGCTCACCGTCAACTTCCACGTGCAGG

CCGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAAGGCCG

GCACCGTGGTGCAGATGGACGCCATGGAGGCCAACTCCGGCCACTGGATGCCCA

TGCGCCGCTCCTGGGGGTCCGTCTGGCGGCTCGACTCCTACCGCGCGCTCAGGGG

CCCCTTCTCCATGCGCATCCGCAGCGAGAACGGCAGGACGCTGGTGGCCAACAAT

GTCATCCCGGCAAACTGGAGGGCCAACACCGACTACCGCTCCTACGTCCAGTTCA

CTTAAGCGACCACATAATTATTAACCCATCATCATCACTGGTATATATGATTAATC

ATATACAAGGTGGTGCTAAGGTTGGTTATTTATTTGGGAGTAGTAGAGTGTATTG

TGTGATTATTGCAAATTCTTTTTGGTTTTTGCAATGGGTTCGGCGAGTTTTTCCGTG

TTGTCATTGTGTGTATCTGAGGCGCGTCGGAAATGGAGGAGGCAAAGTGTTATAC

ATACATGTTGTCTCCCGCCTACCGTCCAAACTCCAATGTTTGTACAACAAGTAGGT

ACGGTGCATACAATGTGTGACCAAATCAGGGGGGCTATGTATGCATCAAGTCATG

GTCAGCAAATACATTTCTGATTATTCCAGTATATG 


