
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0109s0022 

Gene Model: Sphfalx0109s0022.1.p 

Description: SfEXPA-24 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-24 

MAANLVTVVDALALVVVVLGFVAGAQGVRYTHPVAQASGAGTRVASSAPASTNVG

SSYVGEAFWTDAHATFYGGSDASGTEGGACGYGNLYSEGYGTNTVALSSALFADGL

SCGSCYQIKCNAPRWCLPGFVTVTATNFCPANPGLANDNGGWCNLPLQHFDMAEPA

YSQIAVYEAGIVPVLYRRVACTKAGGVHFTINGNPYFLLVLVTNVGGAGDVHSLSCK

GSKTAWYPMQRNWGQVWQYSGNAMYGQELSFMITTSDGRTLISQDVAPSSWQFGQ

TFEGAQF* 

CDS (coding sequence) 

>SfEXPA-24 

ATGGCGGCCAATCTTGTGACTGTTGTAGATGCTCTAGCGTTGGTAGTGGTGGTTCT

GGGGTTTGTGGCTGGGGCGCAAGGAGTCCGCTACACTCATCCGGTTGCACAAGCC

TCTGGAGCTGGAACTAGAGTGGCGAGTTCAGCTCCTGCAAGTACAAACGTTGGTA

GTAGTTACGTTGGAGAAGCATTCTGGACTGATGCGCATGCGACTTTCTACGGAGG

AAGTGATGCGTCGGGGACTGAGGGTGGAGCTTGTGGTTATGGAAATCTTTACAGC

GAAGGCTATGGCACCAATACTGTAGCTCTTAGCAGTGCACTCTTCGCTGATGGAC

TCAGTTGCGGCTCTTGTTACCAGATCAAGTGTAATGCACCTAGGTGGTGTCTTCCA

GGTTTCGTGACTGTGACGGCGACCAACTTCTGTCCAGCCAACCCTGGTCTTGCCA

ACGACAATGGCGGTTGGTGCAACCTGCCTCTACAACACTTCGATATGGCTGAGCC

TGCGTACTCGCAAATTGCTGTGTATGAAGCTGGCATTGTGCCTGTGCTGTACCGC

AGAGTCGCGTGTACGAAAGCCGGAGGAGTGCATTTCACCATCAATGGCAACCCA

TACTTCCTCTTGGTGCTGGTAACAAACGTGGGCGGAGCTGGAGATGTGCATTCTC

TGTCGTGCAAGGGCTCCAAGACTGCCTGGTACCCAATGCAAAGGAACTGGGGTC

AAGTATGGCAGTACAGTGGAAATGCCATGTATGGACAGGAACTATCCTTCATGAT

CACCACAAGCGACGGAAGGACACTGATCTCCCAAGACGTTGCTCCCTCAAGCTGG

CAGTTTGGCCAAACTTTTGAAGGAGCTCAGTTCTGA 

Nucleotide 

>SfEXPA-24 

CGTTGCCACTTACAAGCTTTCACTCTCTGCTGCGACGCTGTCTCTCTTTGCCCCTTC

GCCTCGTGTCCCTTGCCTTTGCAACTTCTCCTTGCCTGCTGCAACAGCACCCGAGT

AAGGCTTTTGCTTCCTCTTAGATCTCGGATTTGTTTAGCTTTCCTCAGATTTGCTCA



GTTTTCTTTGTTGTGTTTCTCCGTTTCTTTGGCTTCTTTTCACTTCGTTTTAAGGGAA

AAAAAACCTTTTGTGAGCTCTTTTTTCTGAGCTTTTCCGATGGGTTTGTTGTGCTTT

GATCTGAGTCCAGCGTGCTAGTACAAGTAGTTTGCGTCAGTTTTGAACTCATCTCT

TGCTCAATGCTCTGGGTCTCTTTTCGATGCTCTAGTTCTTATCTGGTACTCCTGCAG

CAGGGTGGTTTATGTTTGGGAACTGCAGTGGACTTGCTTCGGATAGAAAAGGCAT

GTGCTTTTGCTGAGCATTGGGTGGTGGTTTTGTTTATGGTGCAGTTGAAATGGCGG

CCAATCTTGTGACTGTTGTAGATGCTCTAGCGTTGGTAGTGGTGGTTCTGGGGTTT

GTGGCTGGGGCGCAAGGAGTCCGCTACACTCATCCGGTTGCACAAGCCTCTGGAG

CTGGAACTAGAGTGGCGAGTTCAGCTCCTGCAAGTACAAACGTTGGTAGTAGTTA

CGTTGGAGAAGCATTCTGGACTGATGCGCATGCGACTTTCTACGGAGGAAGTGAT

GCGTCGGGGACTGAGGGTGGAGCTTGTGGTTATGGAAATCTTTACAGCGAAGGCT

ATGGCACCAATACTGTAGCTCTTAGCAGTGCACTCTTCGCTGATGGACTCAGTTG

CGGCTCTTGTTACCAGATCAAGTGTAATGCACCTAGGTGGTGTCTTCCAGGTTTCG

TGACTGTGACGGCGACCAACTTCTGTCCAGCCAACCCTGGTCTTGCCAACGACAA

TGGCGGTTGGTGCAACCTGCCTCTACAACACTTCGATATGGCTGAGCCTGCGTAC

TCGCAAATTGCTGTGTATGAAGCTGGCATTGTGCCTGTGCTGTACCGCAGGTATA

AGGTCTTTTCTGGAGCTTTGGCAGCTGGAGTGTTTTAGCAACATGCTGGTGATCA

GTACTTGCAAGAACGTACTCTGGAAACAGAATGCGAGTTTTTGCAAGGTGTTTTT

CCACTGAATTCTTCCACGTAAAACAGTATTCCAGCTCTAACGTTGTTGCTCATGTG

TTAAAACCTCTGCAGAGTCGCGTGTACGAAAGCCGGAGGAGTGCATTTCACCATC

AATGGCAACCCATACTTCCTCTTGGTGCTGGTAACAAACGTGGGCGGAGCTGGAG

ATGTGCATTCTCTGTCGTGCAAGGGCTCCAAGACTGCCTGGTACCCAATGCAAAG

GAACTGGGGTCAAGTATGGCAGTACAGTGGAAATGCCATGTATGGACAGGAACT

ATCCTTCATGATCACCACAAGCGACGGAAGGACACTGATCTCCCAAGACGTTGCT

CCCTCAAGCTGGCAGTTTGGCCAAACTTTTGAAGGAGCTCAGTTCTGACAAAAAC

AACAAAAAAAGTCCTTCACCAGCAGCAGCTACAGCAAAACCTAGCTGTAGTTTCT

GGCTTGTTACCATATTATGCCTTGATCATTTCCCAGCATGAGCACCCACCACCTGC

AATACAGAGAGAGCCCTTGGAAATGCTGACATTGAGAATGATGCACATACTGGA

TTATGTGAGATGAGGTCGAAGGCGCCCGCTACGTCATTGCCCCCATGAGTTTCTT

GTCGATCCGAGATCAGGTAGCTAGCTAGCCGAGGCGAAGAAGAAAAAGAACCCT

TGTGATGACAGACAGACAGAGACTGCAGGGTTGCTGAAGTCAAAGAAGATGTAC

GATCTAGTGCCAGGTACTGAGCTATGTTGATATAAAATTGCTGTTGGCAGAGCAA

TTCTTTTCCTACCATTTGTGAACCCAAGGAAGGAATGAAGGCTGCGGTGTGAAAA

AAAACGACTTGAAATAAAGTGACACCCGCCTTTGGTTCATAAGTCTCTTGAGCCC

TTAAATTCCTATTTATGTCGTCTGGGAAAAAACCGACGTCTTGAATCTTAAGTCCA

TAGAACTTGAGTCTTGGGTTCTTAGAATTCGAGGCTGTGAAGGTCTTGGTATGTG

AGGCTGTAGTCTTGACTTCTTGAGTTTGAGATTTCTTTAGAGTTTGAAGCTTGAGT

TCAAGAGTTATTTAGGATTTCGGGCTTAAGTTCAAGAGTTCTTAGAGTTTGTGTCT

TTTGTTTCATGTTTCACACAAACATTACCGACTTGTCTCATTCAAAATAACTGTTC

TAAAAGACTCTTGAAATACAGGA 


