IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0001s0059

Gene Model: Kalax.0001s0059.1.p
Description: KIEXPA-01

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-01

L 1 1 1 1 1 Il 1 1
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLN0O0OO50

+ Name Accession Description Interval E-value
[+] PLN00050 super famity c131535 expansin A; Provisiona 9-241 1.73e-72
SEQUENCES

Peptide

>KIEXPA-01

MKNFISFSFQVLISLCLTFVVPTRAGGWINGRATFYEDASGAACGYNAGQGYGDQIA
AVSEALFNNGALCGACYEIMCVNSPNCNRGAGSIKVTATNFCPSTSGPNAWCNPPQK
HFDLSIAMFTKLAPYKFGIVPVQFRRIRCARSGGVRFTISAKTNPNWLEVLVHNVAGD
GVVRDVQIKGSRTGWIQMRRNWGQNWDVSSPPNGQTLSFNVRTTDGRSLLFNNVAP
ANWQSGQTFAGKQNFG*

CDS (coding sequence)
>KIEXPA-01

ATGAAGAATTTTATTAGCTTCTCATTTCAAGTGTTGATTTCATTATGTCTCACTTTT
GTCGTCCCAACACGTGCGGGGGGATGGATAAATGGGCGAGCCACATTCTACGAA
GACGCAAGTGGAGCAGCGTGTGGGTATAATGCCGGTCAAGGCTACGGCGACCAG
ATAGCCGCCGTGAGCGAAGCACTGTTCAATAACGGCGCCCTCTGCGGTGCGTGTT
ACGAGATAATGTGCGTCAACAGCCCCAACTGCAACCGCGGCGCCGGATCCATCA
AAGTCACCGCCACCAACTTCTGCCCCTCCACCAGCGGACCCAACGCGTGGTGCAA
CCCTCCCCAGAAGCACTTCGACCTCTCAATCGCCATGTTCACGAAGCTGGCGCCG
TACAAGTTCGGGATCGTGCCGGTGCAGTTCCGCCGCATACGGTGCGCGAGGAGCG
GAGGCGTGCGGTTCACGATCAGCGCGAAGACCAACCCGAACTGGCTGGAGGTGC
TGGTGCACAACGTGGCGGGAGACGGGGTGGTGAGAGACGTTCAGATCAAGGGGT
CGAGGACGGGGTGGATACAGATGAGGAGGAACTGGGGGCAGAACTGGGACGTTT
CTTCGCCGCCGAATGGACAAACGCTGTCGTTTAACGTGAGGACGACAGACGGGA
GGTCTTTGTTGTTCAACAACGTCGCTCCAGCTAACTGGCAAAGCGGACAAACGTT
CGCTGGAAAACAAAATTTTGGATGA

Nucleotide
>KIEXPA-01

ATGAAGAATTTTATTAGCTTCTCATTTCAAGTGTTGATTTCATTATGTCTCACTTTT
GTCGTCCCAACACGTGCGGGGGGATGGATAAATGGGCGAGCCACATTCTACGAA
GACGCAAGTAAGTCGTAATCAGCGTGTCATTTTGAAAAATCTAACGTAATGGTTC
AATATTATTTTTATTTTTTTTATAATTTTTCAACGCGTCATGTGATTTGTCAAAATG
ACACTTGACAATTCCGCATTGATGTTTACGTGATAGACTATGTCTACTCAAAAATT
TTCATCGTAATATACAAATTTAAAATCTTTGTGATTGTTTTAAAATATTACAATTT




CATCAAGCTAGATATATCTACTCTATTTTACCTATAAATAATCCTCCTCCATGTTG
CATTGATTTTTTATGGGTGAATTTCTGAACTTGATACACACAGAAAGGTGTTATAT
ATAAAAAAAGTTTAATTATTTTTTGTATAAAATTTTAATGTCAAATGAAAATTTTC
ACGTAAATATTACAAATAAAGAAATAAATAAAGGATATAGCGGACATACCATGT
CATGACATATAAGCTACGCACTCTATCGACTTAATGAGGTCGTTTTAGGTTATTTT
TAGGAGATGTATGATTTTTAAGTTTTAGAATTTTTATTGTTTTAGGGTTTTAAAGA
TTTTTTTTCAAATTTTCAAATTTTTAGTGTTTTTCTGAATGTTTTTAAACTCATTTA
AAACGACTTCATTTCATAACCATAAACTCTCAATTTTAAAATCGTAAAAATATTA
AAAAAAATAAACCCTAAAACCCCTCAAAACCCTATAAATCTTCGAATATTAAAAA
ATTTAAATCATGAAATCCTAAAACTCCTAAATACCATTCAAAATGAAGTTATTTT
AACTGTTAGAGTATGTAACTTATATATCTGACAGAATATATATTTTTTTCCATAAA
TAAATGAGAAACACTTAAAAAGGCATGTGGAGATTGTCACGAATAATTAAATTTA
AATTTTTTAGTTATAATGTTGTATTTGGGTCATAGTACTTAGTTTGATCCGGTTCTA
CTAATTTATAGTACGTAAAAATTGTGAAGATTGTCACTTGAAACAAATAATAAAT
TATTAATTTTATTTAAGATATTTAATAATATTATATTTATAATCAGGTGGAGCAGC
GTGTGGGTATAATGCCGGTCAAGGCTACGGCGACCAGATAGCCGCCGTGAGCGA
AGCACTGTTCAATAACGGCGCCCTCTGCGGTGCGTGTTACGAGATAATGTGCGTC
AACAGCCCCAACTGCAACCGCGGCGCCGGATCCATCAAAGTCACCGCCACCAAC
TTCTGCCCCTCCACCAGCGGACCCAACGCGTGGTGCAACCCTCCCCAGAAGCACT
TCGACCTCTCAATCGCCATGTTCACGAAGCTGGCGCCGTACAAGTTCGGGATCGT
GCCGGTGCAGTTCCGCCGCATACGGTGCGCGAGGAGCGGAGGCGTGCGGTTCAC
GATCAGCGCGAAGACCAACCCGAACTGGCTGGAGGTGCTGGTGCACAACGTGGC
GGGAGACGGGGTGGTGAGAGACGTTCAGATCAAGGGGTCGAGGACGGGGTGGAT
ACAGATGAGGAGGAACTGGGGGCAGAACTGGGACGTTTCTTCGCCGCCGAATGG
ACAAACGCTGTCGTTTAACGTGAGGACGACAGACGGGAGGTCTTTGTTGTTCAAC
AACGTCGCTCCAGCTAACTGGCAAAGCGGACAAACGTTCGCTGGAAAACAAAAT
TTTGGATGA






